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NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHLNQ 80
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .....MKWM......LTLCLLILAPMSWAETK........TKADK.......................YEGIEITVNVNS 38
NTDB id 1382 A4U84 RS07375 WP 062924234.1 .....MKKLSR.YTFSLLF.GLFSATTFAEEK........VTTSTEHTPVVMQQV.AAT.........QKVNANVVNINT 55
NTDB id 304385 DV441 RS02770 WP 162790464.1 .....MKLMKTLFTSMVLCGALVASSSFAEEK........ATEQTAQPVVATQTEAQVA.........SATVNDKLNINT 58
NTDB id 1362 HI 1008 AAC22669.1 ........MKTLFTSVVLCGALVVSSSFAEEK........ATXQTAQSVVTTQAEAQVA.........PAVVSDKLNINT 55
consensus ** * ** **!* *** ***!*** ** ** * * * ***!*

logo ANTVANQSEFIAQDQTKAKLQSL IKVTGVIGEAKKAEQDAIVQEYRNQEEKNHGKPSNFLTXKSTNI
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 ANVNEF.QQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 304385 DV441 RS02770 WP 162790464.1 ATASEIQKALTGIGAKKAEAIVQYREKHGNFTSAEQLLEVQGIGKATLERNRDRITF. 115
NTDB id 1362 HI 1008 AAC22669.1 ATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus !***!** ! !*!*!!!**!!*!!***! ! ***** *! !!!*!****!******

X non conserved

X similar

X ≥ 50% conserved


