
logo MKLNL ITLAVVLL I IVADLTLLFLPQPLLLPSWQVALVIALAVL I FLF I FLVRRNFLVFSLAFFVAVSLGYFTHHYSALSLLSQHQAQNS IT
NTDB id 304380 DV441 RS01625 WP 046953433.1 MKLNLITLAVLLIIADLTLLFLPQPLLLSWQVALVIALALIFLFIFVRRNFLVFLAFFVVSLGYTHHSALSLLQHAQSIT 80
NTDB id 1359 HI 0061 AAC21739.1 MKLNLITLVVLLIVADLTLLFLPQPLLLPWQVALVIALVLIFLFIFLRRNFLVSLAFFVASLGYFHYSALSLSQQAQNIT 80
consensus !!!!!!!! !!!!*!!!!!!!!!!!!!!*!!!!!!!!! !!!!!!!*!!!!!! !!!!! !!!! !*!!!!! !*!! !!

logo AQKQVVTFEKIQE I LHQQRDYQTL IATATLAEGNNLQRAEQR I FLNWKAKEVPQLSE IWQAE I SLRSTLSARLNFGGFDRQQWYFSK
NTDB id 304380 DV441 RS01625 WP 046953433.1 AQKQVVTFEIQEILHQRDYQTLIATATLAGNLRAQRIFLNWKAKEVPQLSEIWQAEISLRTLSARLNFGGFDRQQWYFSK 160
NTDB id 1359 HI 0061 AAC21739.1 AQKQVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGFDRQQWYFSK 160
consensus !!!!!!!! !!!!!!! !!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo GITAI
VGTVKRSAVKIASDVSSLRAEKLQQVKKQTEGLSLQGLL IALAFGERAWLDKNTTWS IYQQTNTAHL IA I SGLHIGLAM

NTDB id 304380 DV441 RS01625 WP 046953433.1 GITAIGTVKRAVKISDVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKNTWSIYQQTNTAHLIAISGLHIGLAM 240
NTDB id 1359 HI 0061 AAC21739.1 GITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISGLHIGLAM 240
consensus !!!!*!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo GIGFCLARVVQVFFYPTRF IHPYFPLVFGVLFAL IYAYLAGFSVPTFRAI SALVFVLF IQIMRRHYSP I
LQFLFTLVVGFLLF

NTDB id 304380 DV441 RS01625 WP 046953433.1 GIGFCLARVVQVFYPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPLQLFTLVVGFLLF 320
NTDB id 1359 HI 0061 AAC21739.1 GIGFCLARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFFTLVVGFLLF 320
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!

logo CDPLMPLSAVSFWLSCGAVGCL ILLVWYRYVPFSLFQWKNRPFSPKVRWI FLSLFHLQFGLLLFFTPLQLF ILFNGLSLSGFLAN
NTDB id 304380 DV441 RS01625 WP 046953433.1 CDPLMPLSASFWLSCGAVGCLIVWYRYVPFSLFQWKNRPFSPKVRWILSLFHLQFGLLLFFTPLQLFIFNGLSLSGFLAN 400
NTDB id 1359 HI 0061 AAC21739.1 CDPLMPLSVSFWLSCGAVGCLLLWYRYVPFSLFQWKNRPFSPKVRWIFSLFHLQFGLLLFFTPLQLFLFNGLSLSGFLAN 400
consensus !!!!!!!! !!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo

F
LMAVP I

LYSFFLLVPL I LFAVFTNGATMVFSWQLANKLAEGITGWL I SAVFQGNWLNTVSFNLALGVLTALCAGI
MFML I IWNS IYREPE

NTDB id 304380 DV441 RS01625 WP 046953433.1 LMAVPLYSFFLVPLILFAVFTNGAVFSWQLANKLAEGITWLISAFQGNWLNVSFNLALVLTALCAGMFMLIIWSIYREPE 480
NTDB id 1359 HI 0061 AAC21739.1 FMAVPIYSFLLVPLILFAVFTNGTMFSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAGIFMLIIWNIYREPE 480
consensus !!!!*!!! !!!!!!!!!!!!! *!!!!!!!!!!!!!! !!! !!!!!! !!!!!!! !!!!!!!*!!!!!! !!!!!!

logo I SSSNTRWQI
VKRAKRFFTLNLSKPLLKDNER INVLRCSFGI IML

SLCFMTI LLFKQLSKPTWQVDTLDVGQGLATL IVKNGKGI LYD
NTDB id 304380 DV441 RS01625 WP 046953433.1 ISSSTRQVKRARFFTLNLSKPLLKDERINVLRCSFGIMSLCFMILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYD 560
NTDB id 1359 HI 0061 AAC21739.1 ISSSNWQIKRAKFFTLNLSKPLLKNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYD 560
consensus !!!! !*!!!*!!!!!!!!!!!! !!!!!!!!!!!!* !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TGPSASWQRGSGNSMAELE I LPYLQREGITVLEKL I LSHDDNDHAGGASATI LKATYPNVEFL ITPSQRKRNYGWENYRTFCTAGRDWDHWQEG
NTDB id 304380 DV441 RS01625 WP 046953433.1 TGPAWQSGNMAELEILPYLQREGITLEKLILSHDDNDHAGGASAILKTYPNVEFITPSQRNYWENYRTFCTAGRDWDWQE 640
NTDB id 1359 HI 0061 AAC21739.1 TGSSWRGGSMAELEILPYLQREGIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSRKNYGENYRTFCTAGRDWHWQG 640
consensus !!* ! ! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!! !!!!! !!!! *!! !!!!!!!!!!!!!*!!

logo LHFQI LSPHNS IVVETRADNASHSCVI LVDDGKHNSVLLTGDAEAVKNEQI FARTLGKIDMVLQVGHHGSKTSTSEYLLSQI
VRPDVA

NTDB id 304380 DV441 RS01625 WP 046953433.1 LHFQILSPHSIVERADNAHSCVILVDDGKHSVLLTGDAEVKNEQIFARTLGKIDMLQVGHHGSKTSTSEYLLSQIRPDVA 720
NTDB id 1359 HI 0061 AAC21739.1 LHFQILSPHNVVTRADNSHSCVILVDDGKNSVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVA 720
consensus !!!!!!!!! *! !!!! !!!!!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!

logo I I SSGRWNPWKFPHYSVI
MERLHQRYKSAVENTAI

VSGQVRVNFFKQDRLE IQQARTEKFSPWYARVIGFLSKSE
NTDB id 304380 DV441 RS01625 WP 046953433.1 IISSGRWNPWKFPHYSVIERLQRYKSAVENTAISGQVRVNFFKDRLEIQQARTEFSPWYARVIGFSSE 788
NTDB id 1359 HI 0061 AAC21739.1 IISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDRLEIQQARTKFSPWYARVIGLSKE 788
consensus !!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!*!!!!!!!!! !!!!!!!!!! !!!!!!!!!! ! !
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