logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
304276 DV702 RS12335 WP 114925015.1
125 BSU 00870 NP 387968.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
304276 DV702 RS12335 WP 114925015.1
125 BSU 00870 NP 387968.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
304276 DV702 RS12335 WP 114925015.1
125 BSU 00870 NP 387968.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
304276 DV702 RS12335 WP 114925015.1
125 BSU 00870 NP 387968.1

consensus

AATEY QU CYUPRYLER 5 SSrUER R A OARVSLT: . HTAD KAV IMMRTATE K

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG...
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT G
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT G

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGMMEKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGMMEKTKPMKLAEVTSINVNRTKTEMEEF

BT M e

NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQEVGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQEVGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQRVGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQEVGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQEVGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
NRVLGGG VPGSL LIGGDPGIGKSTLLLQVS [IL

¢ T NP SLHML Sy iV Y i S
P bbb bbb s ook sk DD Dk DL DD ks Lo LD 1D Dk oo ||k ok ok ok ok K

UL T G AT

AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

JNEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

ERETER AR T Fe s R IPSUHEERD AT AT LAV

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

156
156
156
156
156
156
159
160

236
236
236
236
236
236
239
240

316
316
316
316
316
316
319
320



T DERAL) ALEARRLLLUMASA AL

) Al

AWenbe LT

NTDB id 279 KZH43 RS00140 WP 074017595.1 396
NTDB id 238 SPD RS00140 WP 074017595.1 396
NTDB id 204 SPR RS00140 WP 074017595.1 396
NTDB id 169 SP RS00155 WP 074017595.1 396

NTDB id 509 SM12261 RS00130 WP 078228442.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT] 396
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT] 396

NTDB id 304276 DV702 RS12335 WP 114925015.1 NYPJE#MAuNeInE Qg VSRR VS AN ).\ M Ha| T[aloV WAV /N A e NI A Wi YT V 399
NTDB id 125 BSU 00870 NP 387968.1 GN)Y RIUWATG DBINRYSL MAVLEKR[GLLLQNQDAYLK\JAGGVKLDEPAIDLA |y 400
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NTDB id 279 KZH43 RS00140 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFA 453
NTDB id 238 SPD RS00140 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 204 SPR RS00140 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453

NTDB id 169 SP RS00155 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITIYPKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT)YPNIEIQVIGVTTIQEVLKKVFAR 453
NTDB id 304276 DV702 RS12335 WP 114925015.1
NTDB id 125 BSU 00870 NP 387968.1
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