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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 304175 HYN46 RS15845 WP 114900292.1 ..MTRPIALIVDDEEDLLTLMRLTLLRMGVDAETASTLKDAQRLLKKQSFDFCLTDLNLPDGSGLSLVSDVARDYPNMPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
consensus ******!*!!!!*!* !* *!!*!!**** *! ***!* !* * *! !!!!**!!!!!!!*!! * * *!**!*
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHD.TTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 304175 HYN46 RS15845 WP 114900292.1 AVITAYGSMDVAIDALKKGAFDFVSKPVELARLRVLVERALQVNAPSAAANEEAQLSESLLIGKAPVMLALRTTLTKLAR 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE....APVDNRLLGESPPMRALRNQIGKLAR 154
consensus !**!!!!**!*!! !!!*!!!!!**!!!****!* !* *!!*** **** * ** * *!*!***** *!! * !*!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 304175 HYN46 RS15845 WP 114900292.1 SQAPVYISGESGTGKEVVARLIHLLSPRSSGPFIPVNCGAIPAELMESEFFGHKKGSFTGATEDKLGLFQSANGGTLFLD 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 304175 HYN46 RS15845 WP 114900292.1 EVADLPLAMQVKLLRAIQEKKVRPIGTQTEVSVDIRLLSATHKNLQAQVNAGGFRQDLFYRINVIEVQVPPLRDRGDDIL 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRA........NIS 391
NTDB id 304175 HYN46 RS15845 WP 114900292.1 LLADTFLQRLCADWGITPPKISKAAQQQLLTYAFPGNVRELQNTLERALTLCDDGMILPEHLKLNAAYQLADTGRVSDVS 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEGAA.... 390
consensus !!!* ************* *** *!* !*** !!!!!!!! !**!!!*!!**!* ! * *!*** * * * **
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NPFASAAQSI..............QTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLR 457
NTDB id 304175 HYN46 RS15845 WP 114900292.1 DSYISNLSSLSQVSTGNAVYGSVPAAAISAIPSLKNLPPEGLEVYLQDIERHIIQQALDASLWNRTAAAKKLGMSFRSLR 478
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..........................SL........SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMR 436
consensus * * ** ** * ** ** **!! !!**!!* ****!!* * !!!!*!!**!!**!!!*!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YRLKKFGLDTETEQEV......... 473
NTDB id 304175 HYN46 RS15845 WP 114900292.1 YRLKKLGLGTDLDKDDIDDEEIQSA 503
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YRLKKLGID................ 445
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