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NTDB id 304169 HYN46 RS11325 WP 114899487.1 MSTDLSQLSVAELERVINQAKSLVEVKQVDAIKNGYAQIEAIAASLNMTLDELVEAGRTRGSRRTSTVRKPVEARYRNPQ 80
NTDB id 1082 H0N27 RS16170 WP 000801427.1 MKPDISELSVEELKRLQEEAEALIASKKDQAIEDAYNQIIEIAENVGFSVEQLLEFGAQK...RKKTTRKSVEPRYRNKN 77
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logo NAPAEEATWTGRGKPQPRWLAVAEKI ENAKGAKKLEDFL I
NTDB id 304169 HYN46 RS11325 WP 114899487.1 NPAEAWTGRGKPPRWLAAKINAGAKKEDFLI 111
NTDB id 1082 H0N27 RS16170 WP 000801427.1 NAEETWTGRGKQPRWLVAEIEKGAKLEDFLI 108
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