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NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL.........IS...ASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFI 68
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL.........IS...ASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFI 68
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLA...........AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLP 68
NTDB id 304162 HYN46 RS03035 WP 407640785.1 MRSVARRFVIKALPMHLAIVSACAITMTAYASSTVTLTGINTTALPNNETELRLAFDGTPP.NPQAYQLDKPARLVVDLP 79
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVA..........YAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFD 69
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVA..........IAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFD 69
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVA..........IAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFD 69
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 STDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFEN............. 135
NTDB id 1257 GCO85 RS04855 WP 163621000.1 STDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFEN............. 135
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPAS 146
NTDB id 304162 HYN46 RS03035 WP 407640785.1 NAKSSLA..SRYQDIGSGNARSLAVVDNAERTRLVVNLSQASGYSTRVEGNTLVLKVGGTKVSAAKAVATPT.....SVN 152
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KAGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.....PV.....ATS 137
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.....PL.....PVV 137
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.....PL.....PVV 137
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 SKEVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQI 215
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SKEVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQI 215
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQF 226
NTDB id 304162 HYN46 RS03035 WP 407640785.1 TAMPVAGN..KNIAYEVTDVDFRRGGAGEGNVLIALNNPNAPVDVQQQGTKIIARFLGTKLPERLRRRLDVNDFGTPIKT 230
NTDB id 1009 ACIAD RS15175 WP 004923730.1 APAP.........QQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVAS 208
NTDB id 1052 ABD1 RS15850 WP 001017033.1 S.AQ.........PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSS 207
NTDB id 1039 H0N27 RS01460 WP 031993779.1 S.AQ.........PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSS 207
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGI 295
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGI 295
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDL 306
NTDB id 304162 HYN46 RS03035 WP 407640785.1 IDAYNEGNNGILVIQPQGDFEYLAYQADNKLTISVKPVV.QQK.TAEAKLPTYTGQKLSLNFQDIEVRSVLQLIADFTGL 308
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNI 287
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGI 286
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGI 286
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 NMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINY 375
NTDB id 1257 GCO85 RS04855 WP 163621000.1 NMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINY 375
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNY 386
NTDB id 304162 HYN46 RS03035 WP 407640785.1 NLVASDTVAGKITIRLQNVPWDQALDIVLKTKGLDKRRNGNVIMIAPADELAAREKIEIQNNRQVEQLAPLTTQYIQLSY 388
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKY 367
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKY 366
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKY 366
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 AKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELI 424
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELI 424
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AKAADIAKLFQSVTSDGGQEGK..........................EGGRGSITVDDRTNSIIAYQPQERLDELRRIV 440
NTDB id 304162 HYN46 RS03035 WP 407640785.1 AKASDLLLLITSGRNNGGGGNGSNGIGSG...........GDANVGSLLSPRGTVSIDARTNTLIVQDTAVTIDKVREMI 457
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMI 438
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMI 446
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMI 446
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTH......LSGTLEGANELAR..............GTAPANVVP 484
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTH......LSGTLEGANELAR..............GTAPANVVP 484
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGY....GKDG.NIGIKDEDGMN.CGPIAGSCTFPTTGTS 514
NTDB id 304162 HYN46 RS03035 WP 407640785.1 ARLDVPIKQVMIEARIVRASDTFSKELGVQWGILSHGTASRPNLLVGGNETTLFDLRNPQSSTLNGQT..GVSYT...IT 532
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.........GTYT...IE 506
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETT..G..GYKYT...IE 519
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETT..G..GYKYT...IE 519
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 LERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATS 563
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATS 563
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KSPSPFVDLGAK.....DA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASS 587
NTDB id 304162 HYN46 RS03035 WP 407640785.1 RPDNLSVDLAAT.....GSGASSIALGVMSISDIMLDLTLSALQADGKGEVIATPKVLTLDKQKARVAAGTQIPYQQSTS 607
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RPDNLNVDLGVT.....TTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTN 581
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RPDNLNVDLGVS.....NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTN 593
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RPDNLNVDLGVS.....NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTN 593
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 SGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDK 639
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDK 639
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQ 664
NTDB id 304162 HYN46 RS03035 WP 407640785.1 SGAT...SVAFVNAELSLEVTPSITPDGRVGMDLLVNADSPGD.AAPNGQLTINTNRLQTNVLVDDGQTVVLGGIFQNQI 683
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTT 660
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTT 672
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTT 672
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 NKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 NKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 304162 HYN46 RS03035 WP 407640785.1 SSSTTKVPFLGDLPYLGRLFRHTLQSNNKQEMLIFVTPRLVNSTTQVNQSAKP...... 736
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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