
logo

MA
M
D
NLELESKSLKENLPNNSASGVYQYFDKENGRHQLLYIGKAKNVLKKNR I

VKSYFKSFIRTNPNETI
L
A
TPANDHKRALSLPR I FQKMMI

V
K
S
E
Q
I
V
A
K
F
SLETWI LVVEPNEHQDAL I L

NTDB id 304141 AMYT RS04995 WP 114841454.1 .MNLEEKLKELPNNAGVYQYFDKEGHLLYIGKAKVLKNRVKSYFKFTP.TLAPADKLSPRIFKMISEVKSLEWIVVPNEHDALIL 83
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQDALIL 85
consensus * ! !! !!! !!!!!!!! *!!!!!!!! !! !*!!!! ** * ! ** !*!! !* * !! !*!*!!*!!!!!

logo ENSL IKQLKPKYNI LLRDDKTYPYIVYI
MDFYKSETDFP I

R
L
P
E
L ITRKI

VLKDQKPGNI
VKYFGPFYSTSTGAKRDI

MLDS ILYE I
L
I
LPLVQKKNSC IKDGKEKAC I

L

NTDB id 304141 AMYT RS04995 WP 114841454.1 ENSLIKQLKPKYNILLRDDKTYPYIVIDYKEDFPRLEITRKVLKDKNIKYFGPYSTGARDMLDSIYEIIPLVQKKSCIKGKEACL 168
NTDB id 1206 C694 RS04180 WP 000774319.1 ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKACI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!! *!* !!! * !!!!*!! * *!!!!!***!!*!*!!!*!!**!!!!!! !!! ! !!*

logo FHYQI ENKRCHKAPCEIGNKI STKEDEYALKI
L
A
I
K
QEACLEMYI EYNKDSKR I

L
I
VKEKLENELKMELQRLYSENENFLRFEEALMI

K
L
YRDR IAKKTI EQKI

S
A
Q
I
P
F
QTCGMDLAKTKLEYDLD

NTDB id 304141 AMYT RS04995 WP 114841454.1 FHQINKCHAPCIGKISKEDYAKLIQEALEYIYNKSKIVKKLNEKMLQYSEEFRFEEAMKLRDRIKTIEKSQIQTGMDLATKEDLD 253
NTDB id 1206 C694 RS04180 WP 000774319.1 FYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD 255
consensus !*!! *!*!!! !!*!!*! !* !*!! ! !! ***! ! !! ! !!!!!* !!!! ! ! * !*!!!! !!!

logo

I
LFAFIKYGVASKSENKAVLVVKRMFFMRDGGKI

L
A
I SSANFHDEKYI

L
H
K
I
S
L
N
QGEL

N
E
G
F
IDI

T
D
NEAMYKQRAI INHYYDQNSEHI

LPLLMPEKEQI ILLVANANCE I
S
N
TEDTLEKE I

L
E
QEF ILKSEHQR

NTDB id 304141 AMYT RS04995 WP 114841454.1 LFAIKVSKEKAVVVRMFFRDGKLASSNHDYLKINQGELEIDINEAYKRAIINYYDNEIPLLPKEIIVANEITEDLEEIEEFLKER 338
NTDB id 1206 C694 RS04180 WP 000774319.1 IFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSL...NGFDTDEAMKQAIINHYQSHLPLMPEQILLNACSNETLKELQEFISHQ 337
consensus *!! !!!*!*!! ! !!* !! ** ** *** ! !! ! !!!!*! **!!*! !** * ! ! !* !!* *

logo

F
Y
E
SKKNIAP I

L
I
S
I
YPKKRGDKKLTAQI

L I EQIALMKNNACEQE I
L
F
L
R
S
L
Q
E
QKTVSNETDTLTI LYEEALKRESLFKSLENCTMTPNYRFVECI FDNTSHHMMSGSQSAQCTVGAGMVTVW

YEENNAKFQVK
NTDB id 304141 AMYT RS04995 WP 114841454.1 FEKNIPIIYPKRGKKTQIIQIALNNCEELLRLQKV.NTTTIYEELKELFSLNTTPNRFECFDNSHMMGQATVGAMVTWEE.KFVK 421
NTDB id 1206 C694 RS04180 WP 000774319.1 YSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDTSHHSSSQCVGGMVVYENNAFQK 422
consensus * ! !** !!*! ! *! !!* !* !* ! *! ! !! * !! ! * ! ! !*!! !!* *!!*!! *! * ! !

logo

K
N
D
SYRHRYHNLEKAGKSDEYATQMKSELTL ITRRASELDSFAEKENPAPPDNLWVIDGGERATLQLKNI

LA I
L
D
E I LRKNS ISGSVFNLVENI

V IA IASKEKLRDFSKAHYRASKGGSAKDI IV
NTDB id 304141 AMYT RS04995 WP 114841454.1 KDYRHYNLEAKDEYAQMKETLIRRSESFEKNPAPDLWVIDGGETLLKLAIDIRNSIGVNLNIIAIAKEKLDFKAHRAKGSAKDIV 506
NTDB id 1206 C694 RS04180 WP 000774319.1 NSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDII 507
consensus !!*!*! * !!! !! ! ! !! ! ! !*! !!!!!!! ! *!**! ! ! * *!!! !!! ! !!*! !! !!!!*

logo

F
H
T
Y
ELNNE

P
I
S
D
K
R
T
F
V
D
KLLPSDKRLQFWI

VQKRLRDEASHRFYAINSFHKRKSQTKLRKENDMKSKQIASLLKQEIKGIGEAKS IVKKLLDLYFGESFEAKI EKKNASTEFEQEKLKNAN
NTDB id 304141 AMYT RS04995 WP 114841454.1 FYELNNEIKRVDLLPSDKRLQFIQRLRDEAHRFAISFHKKQKRKEDSKISLLQIKGIGEAKIKKLLLYFGEFEKIKNATFEELKN 591
NTDB id 1206 C694 RS04180 WP 000774319.1 HT....PSDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGIGEASVKKLLDYFGSFEAIEKASEQEKNA 588
consensus * ***** !!!!!!!!!**!*!!!! !!*!! !!* ! ! ! !! !!!!!! *!!!! !!! !! ! !* !



logo VLKNEKKRDIAR I LLNYFNNLEG
NTDB id 304141 AMYT RS04995 WP 114841454.1 VLNEKDARILLNYFNNLEG 610
NTDB id 1206 C694 RS04180 WP 000774319.1 VLKKRI............. 594
consensus !! * *************

X non conserved

X similar

X ≥ 50% conserved


