
logo

MA
M
D
NLELESKSLKNQLPNESASGVYQYFDKDNGRHQLLYIGKAKNVLKKNR I

VKSYFKSFIRTNPNES ILQTPANEHKRALGSLPR IQYKMMI
V
K
T
E
Q
I
V
A
V
F
SLETWI LVVEPNEHQDEAL I L

NTDB id 304126 ABIV RS03525 WP 114838585.1 .MNLEEKLKQLPNEAGVYQYFDKDGHLLYIGKAKVLKNRVKSYFKFTP.SLQPAEKLGPRIYKMITEVVSLEWIVVPNEHEALIL 83
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQDALIL 85
consensus * ! !!*!!! !!!!!!!! *!!!!!!!! !! !*!!!! ** * ! ** *!! !* * !! !*!*!!**!!!!

logo ENSL IKQLKPKYNI LLRDDKTYPYIMYLMDFNSETDLFP I
R
L
P
E
L ITRKR I

V
H
LKNQNPGNI

VKYFGPFYSTSTGAKRDI
MLDS ILYE I

L
L
VPLVQKKNSC IKDGKEKAC I

L

NTDB id 304126 ABIV RS03525 WP 114838585.1 ENSLIKQLKPKYNILLRDDKTYPYIMLDNSELFPRLEITRRVHKNNNIKYFGPYSTGARDMLDSIYEIVPLVQKKSCIKGKEACL 168
NTDB id 1206 C694 RS04180 WP 000774319.1 ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKACI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!! *! ! !! * !!!***!** *!!!!!***!!*!*!!!*!!**!!!!!! !!! ! !!*

logo FYQI EKKRCHKAPCEGNKI STKTAEEYALKI
L
A
V
D
KEACCLEMYI EYNKDNKRL IKSEKLESELKMEMQRLYSDNENFLRFEDEALMI

K
L
YRDR IAKKS I EQKI

S
A
Q
I
P
F
K
S
T
C
G
I
MDLAKSLNEYDLD

NTDB id 304126 ABIV RS03525 WP 114838585.1 FYQIKKCHAPCEGKISTAEYAKLVDEACEYIYNKNKLISKLSEKMMQYSDEFRFEDAMKLRDRIKSIEKSQIKSGIDLASNEDLD 253
NTDB id 1206 C694 RS04180 WP 000774319.1 FYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD 255
consensus !!!! *!*!!!! !!* !! !* !**! ! !! *!! ! !! ! !!!*!* !!!! ! ! * ***!!! !!!

logo

I
LFAFIKYAGAGSTKNKAGVLVVKRMF IMRDGGKI ITSSASFYDEFKIHKLDFLEDSLNKNDGFIDLTDNEAMYKQQRAI IVNHYYDQNSEHI

LPLLMPEKEQI L ILANAQCES INEETKLEKE I
L
E
QEF ILKS

NTDB id 304126 ABIV RS03525 WP 114838585.1 LFAIKAGTKKGVVVRMFIRDGKITSSSYDFIKLDFLEDNKDIDLNEAYQRAIVNYYDNEIPLLPKEILIAQE.IEEKEEIEEFLK 337
NTDB id 1206 C694 RS04180 WP 000774319.1 IFAFYGASNKAVLVKMFMRGGKIISSAFEKIH.....SLNGFDTDEAMKQAIINHYQSHLPLMPEQILLNACSNETLKELQEFIS 335
consensus *!! *** !*!*!*!!*! !!! !! ** !****** ! !! !!*!*! **!!*! !!* ** ! !* !!*

logo

H
T
Q
R
F
Y
N
S
K
R
K
NIAKI

L
I
S
I
NPKKDGDKKKLAL I ENIALMKNNACDQE I

L
F
L
R
S
I
QEKSSTKSNEQDTLTI LYDEEALKRESLFKNLEQCTLMPYLR I

VE I
SFDNTSHHMMSGSQSAQCTVGAGMVVW

Y
E
N
E
N
ELN

NTDB id 304126 ABIV RS03525 WP 114838585.1 TRFNRNIKIINPKKDKKKALINIALNNCDELLRIESSKNQTTIYDELKELFNLQTLPYLIESFDNSHMMGQATVGAMVVWNEELN 422
NTDB id 1206 C694 RS04180 WP 000774319.1 HQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDTSHHSSSQCVGGMVVYEN..N 418
consensus * * * ! * !!! ! !!! !!* !* !* ! * ! ! *! * !! ! **!! *! !! !!* *!!*!!!* **!

logo AFDQKKNQSFYRHRYHNLEKAGKSDEYSTQMRSELML ITRRAVELDSFAEKENPAPPDNLWI
V IDGGERATLQLKNI

LALYDE I LVKQSSVGSVFNLVDE I
V IA IASKEKRVDASKAHYRASKGAGA

NTDB id 304126 ABIV RS03525 WP 114838585.1 AFDKKQFRHYNLEAKDEYSQMREMLIRRVESFEKNPAPDLWIIDGGETLLKLAYDIVQSVGVNLDIIAIAKEKVDAKAHRAKGAA 507
NTDB id 1206 C694 RS04180 WP 000774319.1 AFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGA 503
consensus !! ! *!*!*! * !!!*!! !*! !! ! ! !*! !!*!!!! ! *! *!* ! ! ***!!! !!! ! !!*! !!*!

logo KDI IVHTYKPDSRSGE ID
R
S
T
F
LKLLRPTSDKQRLQFWI

VQKRLQRDEASHRFYAVINFHKRKSQTKLRKENDMKQI
V
A
SLLKQEIKGIGEAKSVKKLLDLYFGSTFEAKI EKEKASEI

NTDB id 304126 ABIV RS03525 WP 114838585.1 KDIVHYKDRSGEIRSLKLRTSDQRLQFIQRQRDEAHRFVINFHKKQKRKEDKQVSLLQIKGIGEAKVKKLLLYFGTFEKIKEASI 592
NTDB id 1206 C694 RS04180 WP 000774319.1 KDIIHTPS.....DTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGIGEASVKKLLDYFGSFEAIEKASE 583
consensus !!!*! * ***** * !! *!! !!!**!* !!! !!* !!!!* ! ! !!* !! !!!!!! !!!!! !!!*!! ! !!



logo

E
QEKLKNAEVLKNEKKRDIA I LLNNYFQNNQED

NTDB id 304126 ABIV RS03525 WP 114838585.1 EELKEVLNEKDAILLNNYFQNNQED 617
NTDB id 1206 C694 RS04180 WP 000774319.1 QEKNAVLKKRI.............. 594
consensus ! !! * **************

X non conserved

X similar

X ≥ 50% conserved


