
logo MKFLNLDIHTLYLVFVLVI
L
I
LVASADLMTLLFI LTPQR I

P
F
LLLNPWQVWAI L IV I

L
A
CLVLGI FLGLFYI FGLVKRARNVFFRCVLKVLSFLAFFI FVALGSLGFYFHYQSALNSLLSEQQASEQHNITAR

NTDB id 30405 HSM RS07725 WP 041605115.1 MKFNLDHYLFVILVSAMTLLITPRIFLLNWQWILILCLVLGLGYIGVKAVFFRCVLKLFFIFVLGLGFFHYQALNLLEQSEHITR 85
NTDB id 1359 HI 0061 AAC21739.1 MKLNLITLVVLLIVADLTLLFLPQPLLLPWQVALVIALVLIFLFIFLRRNF....LVSLAFFVASLGYFHYSALSLSQQAQNITA 81
consensus !! !! * * ***! *!!! ! * !!*!! !***!!! *! ** !****! !! !!*!!! !! ! ! *!!

logo

L
Q
K
P
KKQ

V
Q
V
T
V
N
T
F
VKIAQE I ILHQQKQDYQATLVIAETAGKTFLETNSNSLPQETQRI FYLNWKRATEKEQEVPVQLVGSE IWQAVENI

M
H
S
I
LRPS ILSASRLNFIGGFDRQQTWYFLASKEGITA

NTDB id 30405 HSM RS07725 WP 041605115.1 LPKKVQTNVKIAEIIQQKDYQAVIAEGKFTSSLPTQRIYLNWRTEQEVQVGEIWQVNMHIRPISSRLNIGGFDRQTWYLAKEITA 170
NTDB id 1359 HI 0061 AAC21739.1 QK..QVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGFDRQQWYFSKGITA 164
consensus *** !! !!**! !!! *!! * !* !!!*!!!* *!* !!!! ***!**! !!! !!!!!! !! ! !!!

logo

V
Y
A
GTVKSAVKIAGDEDVFSSLWRAETKRLNQQAVKLKQQTESGNLSVLSQGLL ILALAGFGERAWLDKETLTWQS ILYQQTNTAHL IA I SGLHIGLAMF

GIGFCTLAGRAV
NTDB id 30405 HSM RS07725 WP 041605115.1 YATVKSAVKIGEDFSWRATRLNQALQQTSNLVSQGLLLALGFGERAWLDKELWQLYQQTNTAHLIAISGLHIGLAMFIGFTLGRA 255
NTDB id 1359 HI 0061 AAC21739.1 VGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISGLHIGLAMGIGFCLARV 249
consensus *!!!!!!!!** ! !! *!*! !! ! !!!!*!!*!!!!!!!!! ! *!!!!!!!!!!!!!!!!!!!!! !!!*!*!

logo

I
VQLVFLFPTRFYI EHPYFPL IVFLGI

V
F
L
F
LAFLCIYAEYLAGFS IVPTFRAI SVALFVFIVCLFLCIQR ICMRRVHSYSPVI

WQFLFLTLRVI
V
C
G
F
VLLFICLDNPFLML

PLSAVSFWLS
NTDB id 30405 HSM RS07725 WP 041605115.1 IQLLFPTRYIEPYFPLILGIFLAFCYAELAGFSIPTFRAIVALFIVCLCRICRVSYSVWQLFLRVICVLLILNPFMLLSASFWLS 340
NTDB id 1359 HI 0061 AAC21739.1 VQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFFTLVVGFLLFCDPLMPLSVSFWLS 334
consensus *!* !!!!*!*!!!!!* !* ! *!! !!!!!*!!!!!! !! !* * !*! *!!* ! ! !** !! * ! !*!! !!!!!

logo

C
IGAVGCL ILLMWYQRW

Y
I
VPFLNSLFLQWKENKRPFLASQSSLKPKVRW

Y
F
I
F
I
G
SLFHLQFGLLLWFFTP I

LQLFL ILFNGI
L
A
SLNSGFLWANFLLMALLVP I

L
F
YSFLLVPL I

NTDB id 30405 HSM RS07725 WP 041605115.1 IGAVGCLIMWYQWIPLNLFLWKEKPLAQSSLKKVRYFIGLFHLQFGLLWFFTPIQLLIFNGIALNGFWANLLLLPLFSFLLVPLI 425
NTDB id 1359 HI 0061 AAC21739.1 CGAVGCLLLWYRYVPFSLFQWKNRPFS....PKVRWIFSLFHLQFGLLLFFTPLQLFLFNGLSLSGFLANFMAVPIYSFLLVPLI 415
consensus *!!!!!!**!! **! !! !! *! *****!!!* !!!!!!!!! !!!!*!! *!!!* ! !! !! * *!**!!!!!!!!

logo LFAVFLTENGATLMF
NSWNQI

LADNKQLAEIGW INTGQL ILKSLVFLPQGNNQWI
L
N
T
I
VSFLANELASLYFGI

L
S
TAI

L
C
LAGL ILFMTLCIC I

KW I
NIKYCRESPTDEDIDSLSSLLNRWKQI

V
K
R
K
R
A
K
K
SFFYPTI

L
N
RL

NTDB id 30405 HSM RS07725 WP 041605115.1 LFAVLTEGALNSWNIADQLAIWINQLLKLLPNQWINISLAESYFISAILALLFTLCCKWIIKCSTDDDLSLLRKVRKKSFYPIRL 510
NTDB id 1359 HI 0061 AAC21739.1 LFAVFTNGTMFSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAGIFMLI.IWNIYREPEISSS.NWQIKRAKFFTLNL 498
consensus !!!! ! ! * !!**! !! ! !* * * *!* *! **!**! *! !** ! ! * ** !* *** !*** !

logo

NFSDKGPFLLSHKKNEKYQRYGIMNVLVRSCSASFMF
G
I
V I FLLCLWFFSTI

L
L
Y
E
L
F
Q
G
K
Q
RLKSKNPTQTWQFVDTLDVGQGLASTL ILVKNGQHKGI LYDTGASSWKRGNGSMAEKI

LE I IL
NTDB id 30405 HSM RS07725 WP 041605115.1 NFSDGFSHKKYQYGMVVSSAMFVIFLCLWFFSLYEQGRLKNTQWQFDTLDVGQGLASLLVKNQHGILYDTGASWKNGSMAKIEII 595
NTDB id 1359 HI 0061 AAC21739.1 ..SKPLLKNE..RINVLRCSFGIILLC...FTILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGGSMAELEIL 576
consensus **! * * ** !* * *! !!***!** ! * !! !!!!!!!!!!*!*!!! *!!!!!!! !!* !!!! *!!*



logo PYLQRREQGI IVLDEKLVI LSHDDNDHAGGAVKSDTI FLKQAYPNAVEFL I STPSLRKKNYEGENNSPENRPYHR I
T
A
FCQTAKGKRDIWHWQGLHYFI EQAI LSPHSKNI

VVMTRADNN
NTDB id 30405 HSM RS07725 WP 041605115.1 PYLRRQGIILDKVILSHDDNDHAGGVKDIFQAYPNAEFISPSLKKYENSPENRPHIACQKGKIWHWQGLYIEALSPSKIVMRANN 680
NTDB id 1359 HI 0061 AAC21739.1 PYLQREGIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSRKNYGEN....YRTFCTAGRDWHWQGLHFQILSPHNVVTRADN 657
consensus !!! ! !!*!*!*!!!!!!!!!!!! ! !!!! ! !*!! ! ! ****** ! !* !!!!!!* !!!* *! !! !

logo

P
S
D
HSCVI

L
I
L
I
V
D
SDGKQHNKSVLLTGDADEAVAKNTEQYI

K
F
I
A
L
R
S
D
TLGKIDVLQVGHHGSKTSTGSEKYLLQSHQI

V
Q
RPDKI

VAI
L I SSGRWNPWGKFPHQYDSVMVEKRLHN

NTDB id 30405 HSM RS07725 WP 041605115.1 PDSCVLIISDGQHKVLLTGDADVATEYKILSDLGKIDVLQVGHHGSKTSTGEKLLQHIQPKIALISSGRWNPWGFPHQDVVKRLN 765
NTDB id 1359 HI 0061 AAC21739.1 SHSCVILVDDGKNSVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVAIISSGRWNPWKFPHYSVMERLH 742
consensus **!!!*** !! * !!!!!!!* ! !!!!!!!!!!!!!!!!!! ! !! ** ! *!*!!!!!!!!! !!! !* !!*

logo

A
R
V
Y
E
KSAVEYNTAI

VSGQI
VRLVNTFFKGQDKDRI

L
E
QIQQTARTEKFSPWYARGRLVIGLSKE

NTDB id 30405 HSM RS07725 WP 041605115.1 AVESAVYNTAISGQIRLTFKGKDIQIQTARTEFSPWYRGLIGL... 808
NTDB id 1359 HI 0061 AAC21739.1 RYKSAVENTAVSGQVRVNFFQDRLEIQQARTKFSPWYARVIGLSKE 788
consensus !!! !!!*!!!*!* ! * !! !!! !!!!! *!!!***

X non conserved

X similar

X ≥ 50% conserved


