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NTDB id 1388 A4U84 RS04945 WP 062924099.1 ....MT.HLTKLLALLQVPQLGAQRIGRLLSEVDFGEFCQYDKTALKQMGWNERQIQRWFNPEHK.....WIDQALQWAE 70
NTDB id 30400 HSM RS03775 WP 012341563.1 ....MDNRNELLLRLLQVPKLGASGITQLLSHIDLKTLEDYDDVAFHYLGWKPEQINRWLYPDLR.....YIEPALFWAS 71
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELLNYDDVAFRQMGWGAIQIRRWFKPEAK.....FIEPALVWSQ 71
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQK.RWPDLNLMF...QLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWLS 71
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIVQYSTEQLQLLGLTAKQLQAW.SQVDK.....EVDACLTWVA 74
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQSFTPKQWLACGLKPEQLVFLTTQAAK.....QAEQCLQWRS 72
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 ASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLALG 154
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 IDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIEA 229
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consensus !!* ! * * *! !**!!!*!****!! *! *!* **** *!*!*!!! * *! * !!*!!!!!!!!!****!*!!

logo

A
T
I
V
E
N
KSGSL ITARMYAALEQGNRDEVLFVAI

V
LPANGNQSVI FHNQANAEKPALNSYASERSQGGSCNHKYQRLLIRQKDENQGAKMCLLVTQESNATVEKAQEQDVIHVLDNQEANTE I

L
A
Q
S
Y
K

I
N
P
Q
S
W

A
E
F
H
L
Q

H
M
R
S
L

D
H
Q
T

Q
S
WS ILNSEQQSFIL

V
P
T
H
I
S
Y
E
N
Q
A
K
P
R
T

D
E
P
Q
S
T

I
L
D
T
F
A
D
F
S
D
K
T

K
Q
P
I
A
K

NTDB id 1388 A4U84 RS04945 WP 062924099.1 TVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQS.....VHIQPSLFDTKPK 304
NTDB id 30400 HSM RS03775 WP 012341563.1 TEKSGSLITARYALEQNREVFALPGQIQNEYSQGCHRLIKDGALLVENVADIVENLSPFM........HYERQLTAKQI. 301
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