logo

NTDB id 303949 SAC12 RS06775 WP 015473823.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 303949 SAC12 RS06775 WP 015473823.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 303949 SAC12 RS06775 WP 015473823.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 303949 SAC12 RS06775 WP 015473823.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 303949 SAC12 RS06775 WP 015473823.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 303949 SAC12 RS06775 WP 015473823.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

b TW NG e LREEA e D TR R AT
MITTiRNEY V YHEFGHF FAKREGILVREF IGMGPK [RHBIGKDGT@YT R LP GGYVRMAGINY DINIE K
.MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK
AMKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK

ol TN i

LU ESATK R

1 PG PUUSL){ GEDIZKVIZRINESIY S¥y83Y PIRAVTARDLEDL{YIINGYEMG 1IRFIKIAYINWVINXHDAT EFDGTEL{@NIAPK
TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGEMSMTKTYEVDHDATIVEEDGTELRIAPK
TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE TKTYEVDHDATIVEEDGTELRIAPK

P Dl b b Dl Dl Do Dskseseskeskskskoskok DPoksk DL b DL D P P Dk Dk bk sk bk bk b DL D b b DL L

D\/QXQ ASL RR\. .H\”:A NNIL\.AIVT’: ’: Q VS TNQ|. QVANS VSéAS § M‘ Dé A N QK T
DVQ QSAS [RL TNFAGPMNNpy L FINQGGVSute 1 MBS PV S VEIK QEKENR QNN KN TR G RIMTINS
DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN NGGAAQVSGLKTGDAIVAINKDKVTD
DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN GGAAQVSGLKTGDAIVAINKDKVTD
,,,,,,,,, koo Dok Dok D losk Dok Do Dok Dok Dok |
ORLKEMRETERES o RS BT ke 38 YL ST R AT
‘ |
QL K D EEUNCK | TQAGDKS TCAT LAS QT‘
WTDIMSTESHQOPLANBMKE . . . . . IRRQJG S . TKHpE VTPKGET GKTVGM RN AQDKSEGATEASEITQT|YUTMTKEN
WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQR NGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATATI
WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ E GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI
1ok | oskosk | oskoskosk sk skosk | oskoskosk sk skskskskok | oskosk | skskoskoskokok ok |k Dk |k sk ok ok sk sk |k ok ok ok sk sk sk skok ok ok ok kk sk |l skokok | oskokokok |k

AT LISV B9 sl US'UJLLAJS el A R A
FEAIRWHMMS G HISSIRD|HeeIAWNT I3 A T ERSIAYY KFGL ¢ L |38 IJLSINL IYNL PIPALDGGKI ENIJIEAIRRKPLE
BLITNFSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQ
LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ

R,

\
E¢E§ AL T
NEES ANRNRT(CQUGE LVARRUM L ARDRIEIAYIATH 425
EIESYITLAGVAVMVVLMIAVTWNDIMRAFER 420
EIESYITLAGVAVMVVLMIAVTWNDIMRAFFR 420

X non conserved
B similar
>50% conserved

160
156
156

239
234
234

313
310
310

393
389
389



