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NTDB id 1383 A4U84 RS08530 WP 005711781.1 ...ANFCGQKATP.. 154
NTDB id 30389 HSM RS00615 WP 012340401.1 ...AGFCSSTSTNSP 152
NTDB id 1365 NTHI RS01955 WP 011271973.1 ...ANFCGSVTQ... 149
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consensus * **

X non conserved

X similar

X ≥ 50% conserved


