
logo

MVTREG
M
A
VTGRFHDPQTGEVLRPTAPPAPRVRRGHSRAERAGGRLAWPSLVPLAVLGI

M
I
VGGIGLLWQLGLGSWAGALVAPLLALGATALLASLVLDARPLLASVLAV

NTDB id 303803 DVJ83 RS02110 WP 114671214.1 .....MVTGHDPQTGEVRPPPPV...SRARGGRLAWSVPLVLGMVGGILLQLGLSWGALALLAGTLLSVLDARPLLASLV 72
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLA 80
consensus ***** ! *!!!!!!! **!* ****!! *!!!!!**!! !!**!!! !!!! !*!**!! ! ! *!!!!!!!! !

logo LLGAGGVLGFYGSAHLQAREPDR I
MAPWI

VGALVTLRGHWDGQFLTLDDEPAKARVALAPKPKRQGPGELVVVASGRL IRPDEGRR I
TPGGF

NTDB id 303803 DVJ83 RS02110 WP 114671214.1 LLGAVLGFGSAHLQAREPDRMAPWVGALVTLRGHWDGQFLTLDDPAARVALAPKPKQGPGELVVSGRLIRPEGRRTPGGF 152
NTDB id 1311 DR RS09490 WP 010888489.1 LLGGGLGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGF 160
consensus !!!* !!*!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!*! !!!!!!!!!*!!!!!*!! !!!!!!*!!! !!!!

logo DQAAWLRSQGGLLVPTPKATVLVRAEVKKRHVPEQRGLRGWFRRGLSAGHLPSPSRNPAALMTAVELGERGDIGRESTFDEGFSVRDA
NTDB id 303803 DVJ83 RS02110 WP 114671214.1 DQAAWLRSQGGLLVPTPKTVLVRAEVKRHVPEQGLRGWFRRGLSAGLPSRPAALMTAVELGERGDIGRESFDEGFSVRDA 232
NTDB id 1311 DR RS09490 WP 010888489.1 DQAAWLRSQGGLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDA 240
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!*!!!! !!!!!!!!!!!!*!**!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!

logo FARAGLAHLMALSGQNVALLTGTL IWLLGAWLGARPSVWKRYGLPAALLPFVYLLLLVGATPS ITRAVLMGGAVALLALMVGRGR
NTDB id 303803 DVJ83 RS02110 WP 114671214.1 FARAGLAHLMALSGQNVALLTGTLIWLLGALGARPVWKYGLPAALLPVYLLLLVGATPSITRAVLMGGAALLALMVGRGR 312
NTDB id 1311 DR RS09490 WP 010888489.1 FARAGLAHLMALSGQNVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGR 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !*!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo

L
PDPLGI

VVALATASVACLLLFPLWLLDI
VGFQLSFLAVLGLLLSGKRLADERLPAQRWPQRAWLKRLALASATVLAELATLPVIAHNTFGEQL

NTDB id 303803 DVJ83 RS02110 WP 114671214.1 LDPLGVVALAAVACLLLFPLWLLDIGFQLSFLAVLGLLLSGRLAERLPARWPRALRLALSATVLAELATLPVIAHTFGEL 392
NTDB id 1311 DR RS09490 WP 010888489.1 PDPLGIVALTASACLLLFPLWLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQL 400
consensus *!!!!*!!! ! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!*!!! !!! !*!!! !!!!!!!!!!!!!!! !! !

logo PLVGLPANLLAAP I
LMAAVLVPLGFLVAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGTWGNTLGAGGFLVAYALAAAVAGAM

NTDB id 303803 DVJ83 RS02110 WP 114671214.1 PLVGLPANLLAAPLMAALVPLGFVAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLTWGNLGAGGFVAYALAAAAGA 472
NTDB id 1311 DR RS09490 WP 010888489.1 PLVGLPANLLAAPIMAVLVPLGFLAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGM 480
consensus !!!!!!!!!!!!!*!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!*!!!!!! !!

logo GWLLGRVRGQAALTAIALACAALSTWLPAGQLRPAPRELVFLDVGQGDATLLRVPGLTML IVDGGGSVGSDYDVGRGTVLPALRA
NTDB id 303803 DVJ83 RS02110 WP 114671214.1 GWLLGRVRGQAALTAALACAALTWLPGQLRPPRELVFLDVGQGDATLLRVPGLTMLIDGGGSVGSDYDVGRGTVLPALRA 552
NTDB id 1311 DR RS09490 WP 010888489.1 GWLLGRVRGQAALTIALACAALSWLPAQLRPARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRA 560
consensus !!!!!!!!!!!!!! !!!!!!!*!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!



logo LGVRKLDVVVATHADTDHI
VEGLSSVLRGLPVGELWVGHQLKKAPGDEDPVLDAI

VLSTAAHRAERKNVPVREQI
LRRGDQRVTAGPVKSVTA

NTDB id 303803 DVJ83 RS02110 WP 114671214.1 LGVRKLDVVVATHADTDHVEGLSSVLRGLPVGELWVGHLKKPGEDPVLDAILSAAHARKVPVRELRRGDRVTAGPVSVTA 632
NTDB id 1311 DR RS09490 WP 010888489.1 LGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELWVGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTA 640
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!*!*!!!!!!*!*!!* ! !!!! *!!!! !!!!!! !!!

logo LWPAVGHNVWSTAEDNDNSVALRVEDGEPFRAALLGDLPDPAEAL IVGAPGDHLTLLKAAHHGSRFYSTGEAVLLKRQTKTPKSDVL I SVGR
NTDB id 303803 DVJ83 RS02110 WP 114671214.1 LWPAGHVWSTEDNDNSVALRVEDGEFRAALLGDLPDPAEALVGAGDLTLLKAAHHGSRFSTGEALLRQTTPSDVLISVGR 712
NTDB id 1311 DR RS09490 WP 010888489.1 LWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGR 720
consensus !!! !*!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!*!*!!!!!!!!!!!!*!!!! !!*!! ! !!!!!!!!

logo NTYGHPTQRAVLDR IAAAGAKVWRTDEQLVGTVRWPLP
NTDB id 303803 DVJ83 RS02110 WP 114671214.1 NTYGHPTRAVLDRIAAAGAKVWRTDELGTVRWPLP 747
NTDB id 1311 DR RS09490 WP 010888489.1 NTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
consensus !!!!!!! !!!!!!!!!!!!!!!!! *!!!!!!!!
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