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NTDB id 303780 KORDIASMS9 RS03560 WP 114901517.1 80
NTDB id 125 BSU 00870 NP 387968.1 79
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARR NN K TKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARR NN K TKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARR MM KTKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARR NN K TKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARR NN K TKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARR NN K TKPMKLAEVTSINVNRTKTEMEE 76
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NTDB id 303780 KORDIASMS9 RS03560 WP 114901517.1 LBAANeIeleIRAeIS) NN REcie i eNNel esunNRNaRNI . KNP . . Q 157
NTDB id 125 BSU 00870 NP 387968.1 159
NTDB id 509 SM12261 RS00130 WP 078228442.1 GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 279 KZH43 RS00140 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEMGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV 155
NTDB id 238 SPD RS00140 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV 155
NTDB id 204 SPR RS00140 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEMGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV 155
NTDB id 169 SP RS00155 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEMGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV 155
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEMGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSYV 155
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NTDB id 303780 KORDIASMS9 RS03560 WP 114901517.1 IDSIQT HlDYESSA SQ Q 237
NTDB id 125 BSU 00870 NP 387968.1 l l DSIQT pgAS I BYVEGSVSQVREMTAELMIY AKTIQEIIYIFIVGHVTKEG AGPRIRLEHMVDTVLY] 239
NTDB id 509 SM12261 RS00130 WP 078228442.1 REVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 279 KZH43 RS00140 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 238 SPD RS00140 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY, 235
NTDB id 204 SPR RS00140 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY, 235
NTDB id 169 SP RS00155 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY, 235
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
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NTDB id 303780 KORDIASMS9 RS03560 WP 114901517.1 l IIE QALV pyny 317
NTDB id 125 BSU 00870 NP 387968.1 FLEERSFAG GSSI MEGTRPILWYE QAL PTH 319
NTDB id 509 SM12261 RS00130 WP 078228442.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 279 KZH43 RS00140 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 238 SPD RS00140 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 204 SPR RS00140 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 169 SP RS00155 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
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NTDB id 303780 KORDIASMS9 RS03560 WP 114901517.1 397
NTDB id 125 BSU 00870 NP 387968.1 399
NTDB id 509 SM12261 RS00130 WP 078228442.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 279 KZH43 RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGL 395
NTDB id 238 SPD RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGL 395
NTDB id 204 SPR RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 169 SP RS00155 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGL 395
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
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NTDB id 303780 KORDIASMS9 RS03560 WP 114901517.1  A[€3oRNsiPUANRE QRILEAEKLGFTTF ASIYHNKISEKNT . Kji . 453
NTDB id 125 BSU 00870 NP 387968.1 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 453
NTDB id 238 SPD RS00140 WP 074017595.1 453
NTDB id 204 SPR RS00140 WP 074017595.1 453
NTDB id 169 SP RS00155 WP 074017595.1 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 453
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