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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPA...LAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 303760 DVB73 RS08820 WP 016391245.1 MRTGMLALALGLLCPGLLPVLPSVGWLWLLLCSGLLCLR.....TRG..........WPVGCFLLGLCWAGWSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP.....FRW..........RPLAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 303760 DVB73 RS08820 WP 016391245.1 RLAPLLDGRTLWVEGTVVGLPTATGQGTRFVLEHPVSR.RAELPARLQLSWFDG....................PPVRAG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHSR.HAGLPSRIRLAWYGG....................PEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 303760 DVB73 RS08820 WP 016391245.1 ERWRLAVSLQRPAGLLNPHGPDREAQLLARRIGASATVKAGQVLDA..............QAPSWRDTLRQRLLAIDANG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 303760 DVB73 RS08820 WP 016391245.1 .REAALVALVLGDGGGLARSDWQVLQATGTVHLLVISGQHIGLVAGLLYALVA.......GLARWGLW..PRRLPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 .RAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 303760 DVB73 RS08820 WP 016391245.1 CALALSAALAYGWLAGGGVPVQRACLMLAVVLLWRLRFRHLGAFFPLLVALNLVLIVEPLAALLPGFWLSFAAVATLVYC 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 303760 DVB73 RS08820 WP 016391245.1 FSAR..............LGGWRPWQAWTRAQWVIAIGLLPVLLATGLPISLSAPLANLVAVPWISLAVLPLALLGTLLL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 303760 DVB73 RS08820 WP 016391245.1 PLAGVGEALLWLAGAMLDGLFGLLGVIAQWRPAWVPPALPLWAWMLVCLGALLVLLPTGVP...LRGLGGVMLLAL.WVP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 303760 DVB73 RS08820 WP 016391245.1 REPVPHGLVEVWQLDVGQGLAVLLRTREHTLLYDAGPARGDL.DLGERVVLPTLYKLGVRQLDLMVISHAHADHAGGALA 561
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 303760 DVB73 RS08820 WP 016391245.1 VARGLPVAQVLGGEPR.......ALASSLSAQPCLGHEGWEWDGVRFSLWQWA......DGQGSNDRSCVLLVEARGERL 628
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 303760 DVB73 RS08820 WP 016391245.1 LLAGDMEAGAEQAWLAAI..EAPAIDWLQAPHHGSRSSSTEAFIRATAPRGVMISRGRNNGFGHPHEQVMERYRRHGLAI 706
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIET..RGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 303760 DVB73 RS08820 WP 016391245.1 HDTAVEGALRLLLGSQGEVEGV....RGQRRFWREGNSLTFGR.......... 745
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGGARRM....RDEPRFWREK................. 741
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