logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1 MATKKK. .TNFDDITKKYGA MRLG
269 KZH43 RS08665 WP 001085462.1 .MAKKP .. .KKLEEISKKFGA IMRLG
228 SPD RS09265 WP 001085462.1 .MAKKP...KKLEEISKKFGA IMRLG
194 SPR RS08825 WP 001085462.1 .MAKKP .. .KKLEEISKKFGA IMRLG
159 SP RS09750 WP 001085462.1 .MAKKP...KKLEEISKKFGA IMRLG
527 SMSK321 RS11065 WP 001085454 .1 .MAKKP .. .KKLDEISKKFGA IMRLG
499 SM12261 RS08315 WP 078228268.1 .MAKKP .. .KKLDEISKKFGA IMRLG

453 Spy49 1753c ACI62003.1 . .KKNEEITKKFGD IEKWDFGKGEY MRLG
408 SMU RS09530 WP 002262392.1 . .KKTEEITKKFGD IEKFGKGIy MRLG
115 BSU 16940 NP 389576.2 IM LG
625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
303501 DT059 RS04500 WP 023854927.1 MTKNNLKVVKSTKDQEMDVK
1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTVVKQVEPEQ
1130 NGFG RS03960 WP 003688695.1

.................. IEKBJFGKGINIM
1124 NGFG RS03960 WP 003688695.1  .................. IEKNFGKGE\IM
1123 0K783 RS03845 WP 003688695.1  .................. IEKBJFGKGI\IM
1427 RS RS02760 WP 011000510.1 .MEDG........
1165 A1552VC RS01565 WP 000344154.1 ..................

1142 GTF74 RS11550 WP 000344154.1  ..................
1205 PSJM300 05545 AFN77183.1
1022 ACIAD RS06390 WP 004925639.1  ..................
1074 ABD1 RS10195 WP 000344167.1

kokokk kDl oskokoskok ok

U:ona:o:U)o:Uno:unuacnﬁjcncnlﬂcnanjona:o:uno:unu:u;m

* 1 1%

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL

GSL LDpN

GSL

GSLELD

GS

CELGLD)
GSL LD
GSL LD
GSLELD

GSL
GSL

Y
L

(]

ALGMGGMP GRI
ALGNIGGMP GRI

T 1 ok

V
I




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
303501 DT059 RS04500 WP 023854927.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPES[EGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
E YGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

NI

ANOKEGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPRY AINALGVN
ANNGKGGINAF IDAEHALDPRY AINALGVN
ANNQKRGCINAF IDAEHALDPRY AINALGVN
ANNGKEGGINAF IDAEHALDPRY AINALGVN
ANOKIHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPIY AFNLGVN
ANQXNGGINAF IDAEHALDPRY AINALGVN
ARUOFNGGNAF IDAEHALDPYYY AMALGVN
ARYQKNGGA IDAEA DPESY ApNLGVN

DELL
DELL
DELL
DELL
DELL
DELL
DELL
DELL
DELL

JBILIL,
IDDILIL,

AMENQKEAGGINMAF IDAEHALDPNY ARSNLGVNQSDELL

AINEQKING G\¥AF IDAEHALDPYY ASYLGVNED * L
AIMEOKINGGUASAF IDAEHALDNIY AJQHL.GV gy
AINMQOKINGGUIMAF IDAEHALDU:I Y AISHL.GV Y

AIINQKYJGGIWNAF ID AEHARGDIgNEY ABSLG N

Y
WLL
NLL

EE

AJ¥NQKBIGGINMAF DAEHALDPWYAJSSLGVNEy ELL
ANENQKGWQENSAF TDAEHALDPWY AL GVNSDELL

VGAF DAEHARIDPNY ARINL G VY
VCAF DAEHARIDPNY ARINL G V]S
INSAFIDAEHALD\MNY ADISL G V]S

VOAF DAEHARDPYY ARISL G V]S
F
F

INSAFIDAEHALDPNYAIASLGV
INSAFIDAEHALDP[NYAIRSLGV

DNLL
DILL

P e R N e N ety

SQPD
SQPD
SQPD
SQPD
SQPD
SQPD
QPD
SQPD
SQPD
SQPD
SQPDYGEQALEIY
SQPDRGEQALEIN
SQPD GEQALEIM
SQPD GEQALEINM
SQPDIGEQALEIN
SQPD GEQALEIN
SQPDGEQALEIS
GEQALEI[®
GEQALETI[®
GEQALEI®
GEQALEIN
GEQALEI®
GEQALEI®
GEQALEIpN
SQPDEIGEQALEIN
SQPDNGEQALEIN

PNy

156
155
155
155
155
155
155
155
155
140
142
154
141
143
143
150
158
158
142
142
142
150
141
141
141
141
141



NG

50, Dot LR SR ol FIRRALY. For T R

NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALWPKAEI G MGDSHVGLQAR K 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHMGDSHVGLQAR K 234
NTDB id 228 SPD RS09265 WP 001085462.1 GDEGDSHVGLQAR K 234
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR K 234
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR K 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHMGDSHVGLQAR K 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR K 234
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR K 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR K 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 221
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR G . 233
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 229
NTDB id 303501 DT059 RS04500 WP 023854927.1 G MGDEHVGLQ R . 237
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1123 0K783 RS03845 WP 003688695.1 VDSVAALWMPKAEI GDMGDSHVGLQAR . 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALYPKAEI G MGD [WJGLQAR . 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 \AKAWVNRT|@:NonREeinUIeanIsy; MeINnp.y:} . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR . 220
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 220

consensus PUUEIT U 0D bk bk bl k| Dok Dok b Lk LDk % %k sk 0 LDDxd Lkl 1 1Tkl DT TTE1 Lakl



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
303501 DT059 RS04500 WP 023854927.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

RLMR sokenthonkEE) ETKY KWKNKVAA FKQAE\F/ELY Bl Elr DR

RGSTKIEEGS.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGTTQIKGTG.
IMGNTQIKGTG.

R
R
R
R
R
R
R
R
R
R
R
R
R
R
R
R
R
R

. AIK.
..VVK.
..SIK.
..SIK.
..SIK.
..SIK.
.. AIK.
.. AIK.
. AVK.
..QVK.
.QVK.

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF

K VVKNKVAPPF

K VVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK APPF
KVVKNKVAPPF
KVVKNK APPF
KVVKNK APPF

TR

IM GEGISEMGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IfYGEGIS
IMYGEGIS

IM GEGIS
IM GEGIS
IMYGEG S
MYGRIGIS
IMYGEGIS

ko Pk | x * %k

UUUOUU!XXD‘\'!XX!XK‘ZXZ
< <<

O0DoUoogooooHO g

=

SDLDPERIKIMA[CTANEN(KDE
SDLDESIKIMACTANEN(KDE
SDLPESIKIMACTANEN(KDE
SDLDESIKINA[CTNNEN(KDE
SDLPESIKIMACTNNEN(KDE
SDLPERIKIMA[CTANEN(KDE

Pl ke |

314
313
313
313
313
313
313
313
313
294
296
309
296
298
298
309
312
312
296
296
296
304
295
295
295
295
295



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
303501 DT059 RS04500 WP 023854927.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

) el EE ok

LS =4 ==L

QNSMEMEGMISG.
SNEEIMP.
S

Bt B R Enbe
LDDSEVAETE.

NEEIMP.

UEKACMISKKIE.
INTLESNPNSVL.
JALNCEMHITE . .
JALNCMEMHITE . .
JALNCMEMHITE . .
UEHLEMTPMGAV . .
EMLLNPENMQL .
JEMLLNPENMQL. .
JAKLLJTSANTK .
JEQLLTKASDQT. .
JEQLLTTGTNGA .

.LPDEP. .LE
.LPDEP. .LE
"....:éﬁﬁibﬁﬁki ..............................
.KATASDSND

.SEDDE..GEI

.TLAEEVEE

.IAETSSAAD

TAETSSAAD

.ATPVAEDLA

AA .HDETEE

.VQ.I.EDEE

[CRoNoNoNolo]

AE

SSKEK.......
.EETQEML .EFE.E

N

K IDGEEVSEQD. . TENKK

K IDGEEVSEQD. . TENKK

K IDGEEVSEQD. . TENKK

K IDGEEVSEQD. . TENKK

K IDGEEAAE. ... .. SKK

K IDGEEIAE. ... .. SKK ..
R LEESEEESAM. .AVASE.......
K IEEDNTEEKQ. .

Q DNNGVVQQQA.

N IHAAY[EMSDVPEEDLPT.

. .AAQVDS. .

ETDEK.

.TEDE.QI.NILPDDST.
MAATRAGNAGEAPALAPAPAAPEA

éﬁﬁ?ﬁgiih??pﬁéiﬁiLaMNEE¥,LQLRQELEJE
.EETTASKTKAKAKKEEKAVETEEIELELED. .. ..
. .PKKEEA.
. .PKKEEA.
. .PKKEEA.
. .PKKEEA.
.VAQVDS.

.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVTLDLGDELEIE
VNEEVTLDLGDELEIE
... TDDLALDLDNGIEIE
.ADKNLVLELDDTIELE

387
385
385
385
385
381
381
377
382
348
355
363
343
347
347
343
384
372
348
348
348
352
354
354
347
349
349



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 C 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 303501 DTO59 RS04500 WP 023854927.1 ... 384
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1205 PSJM300 05545 AFN77183.1 C 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1 o 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R 349
consensus

X non conserved
B similar
> 507 conserved



