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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT DELL 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ARFAQKINGGINNAF IDAEHALDPIAY ARWALGVN DELL SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ARINQKIAGGIWNAF IDAEHALDPIA\Y AIWALGVN DELL SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ARFNQKIAGGPWNAF IDAEHALDPE\YAIWALGVN DELL SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ARFNQKIAGGINNAF IDAEHALDPIA\Y AINALGVN DELL SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 I EIYGPESSGKTT ARFNQKIAGGIWNAF IDAEHALDPE\YAIWALGVN DELL SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ARFAQKINGGINNAF IDAEHALDPIAY ARWALGVN DELL SQPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ARFNQKDIGGINNAF IDAEHALDPIA\YAIWALGVN DELL SQPD 153
NTDB id 453 Spy49 1753¢c ACI62003.1 I EIYGPESSGKTT ARFNQKIAGGIWNAF IDAEHALDPI\Y ARWALGVN DELL QPD 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRYQRINGGEFNAF IDAEHALDPRYY A[NJL.GVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIMQK[R]G GEA IDAEA DPIAYARWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT AMFAQKINGGINGAF IDAEHALDP\YYARYNLGVNWWDELL SQPDINGEQALE T}yl 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINEQOKINGGYAMAF IDAEHALDQAYY AIQYL. GV NND Ll SQPDIRGEQALEI\Y 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGEIMAF IDAEHALDY Y APSUML.GV N SQPD GEQALET)H 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINOKINGGUASAF IDAEHALDERSIY ASI.GV i L SQPD GEQALEI|H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIYNQKWMUGGUWNAF IDAEHAIDIUEY AINL.G N EL SQPDGEQALEI 148
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT AR[EQKINGGNAMAF DAEHAIRDPNY ABSYL G V) ELM SQPD GEQALETI[® 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT AR[EQKINGGYAMAF DAEHAIRDPWYAIRNLGVIY ELM SQPD GEQALEI[® 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT ARMOKNGGUASAF DAEHAIJDPNWYAIRRMNLGVIY ELNM SQPD GEQALEI[ 140
NTDB id 30349 XFASM12 RS00480 WP 012337558.1 EIYGPESSGKTT AR[EQOKISGGIWNAFIDAEHALDPIYA[NL.GVN D LL SQPD GEQALETJN 139
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT AQKGGAFIDAEHALDYALGV E LL SQPD GEQALEIJX 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDGEQALEI 156
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT AVWNQ IAGIWRMAF IDAEHALDPNYAISNLGVN DELL SQPD GEQALEI[® 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT AVWAQ IMGHENGAF TDAEHALDPNYAIQNLGVN DELL SQPD GEQALEI[# 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDBIGEQALEIN 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDIIGEQALE I\ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpy 139
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NTDB id 600 KW2 RS01765 WP 011675413.1 G WGDSEJVGLQAR 232
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR .. 231
NTDB id 228 SPD RS09265 WP 001085462.1 GDWGDSHVGLQAR .. 231
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR - 231
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR .. 231
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR .. 231
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR .. 231
NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR .. 231
NTDB id 453 Spy49 1753c ACI62003.1 GDHGDSHVGLQAR - 231
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR .. 216
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR .. 218
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIWJGLQAR .. 230
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR . 218
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR . 220
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR HES . 220
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 226
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR .. 218
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR .. 218
NTDB id 1123 OK783 RS03845 WP 003688695.1 GDMGDSHVGLQAR .. 218
NTDB id 30349 XFASM12 RS00480 WP 012337558.1 V DSVAALWPKAEI G MGD GLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALWMPKAEI G MGD GLQAR .. 226
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALWPKAEI GDMGDSH GLQAR .. 234
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWNPKAEI G MGDSH GLQAR |® .. 217
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWWPKAEI G MGDSH GLQAR |# .. 217
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAEI G MGDSH GLQAR .. 217
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWWPKAEI G MGDSH GLQAR .. 217
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAAL\YPKAEI G MGD HVGLQAR .. 217
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF N 311
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 159 SP RS09750 WP 001085462.1 IMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF INYGEGIS K 310
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 291
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 293
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 306
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S [AGEL 2N 293
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS [AGE DAY 295
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS [3GE b} 295
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S QGE |y 306
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS....I.KKGEEV KV KNKVAPPF IIMYGEGIS|JAGEL |y 293
NTDB id 1124 NGFG RS03960 WP 003688695.1 R .. I.KKG KV KNKVAPPF IIMYGEGIS|JAGEL |y 293
NTDB id 1123 OK783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF IIMYGEGIS|JAGEL |y 293
NTDB id 30349 XFASM12 RS00480 WP 012337558.1 R .. I.KKG KVVKNK APPF IMYGEGIS |2GEL | 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF IIMYGRG S IGE = ' 301
NTDB id 1389 A4U84 RS07560 WP 021112712.1 R ..V.XDG KVVKNKVAPPF IMYGEGIS [SEL s 309
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK APF D 292
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 292
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 292
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF [AINNTIRY GISGERUNRGEL |y 292
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 292

consensus kDD ksksk | % k ke bk DE LRl I x EE RN E NS * % * kkk 1Dk |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
30349 XFASM12 RS00480 WP 012337558.1
1427 RS RS02760 WP 011000510.1
1389 A4U84 RS07560 WP 021112712.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

Q EEN%KYLKEN léDHQKK Bg“'ﬂi Byt By s B EEPERERE U e VREEV. [ DLCDELE

LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED

IDGEEVSEQDTENKKDE. . . . PKKEEA . . VNEEVPLDLGDELET
IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELET
IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEI
IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEI
IDGEEAAE. .. .SKKDE....VAQVDS..VNEEVTLDLGDELEI
IDGEEIAE. .. .SKKDE....AAQVDS..VNEEVTLDLGDELEI
IEEDNTEEKQSSKEK. ...... ETDEK..ADKNLVLELDDTIEL
LEESEEESAMAVASE. .. .... E....... TDDLALDLDNGIEI
DNNGVVQQQAEETQEEL .EFE.E. .\ vttt e e,
SDVPEEDLPTTEDE.QI.NILPDDST..... EE...........
MAATRAGNAGEAPALAPAPAAPEAAEA . . .o vv v vt

%D%KL

ZDFUXD'\'D'\WX!XX?\'Z

QNSMEMEGMIS. .. .. GSEDDEGEE. . ... ... i

SNEEIM..... PLPDEPLEEME. .. ... ... .

SNEEIM..... PLPDEPLEEME. ... ... ... ..

IMENKTIGQG "N\ WY LISENPEIN ETI " LYY 'REVBUG 12300500 S, EGTQDETDGER........ PEE............
INEFAKIGQG "N\ WU LISENPEINETI " LEYS  REVBUG /10300500 EGTQDETDGER........ PEE............
INEFAKIGQG "N\ WU LISENPEINET LYY 'REVBUG 10300500 S, EGTQDETDGER........ PEE............
..... EEGDEDTLEDA. . ......M........ .. .. ..

..... VILAEEVEED. ... ... i

DGT@RERICE NPV K IRK 2\ 0s A BIK IS ) E@IN TLESNPNSV. . . .. LKATASDSNDESD. .VEEFSEEEL..........
NGD@RER IS ANPNC KMMRKINIA K TEBK KAEMLLNPENMQ . . . . . LIAETSSAADDVE. .FGAVPEEF...........
NGDeRGRIGSANPNCKMRKINANIA K TR K KIAEMLLNPENMQ . . . . . LTIAETSSAADDVE. .FGAVPEEF...........
QGNpeReIn[e3N| V I RESHEIRNANES TINESA VISIEQLLTKASDQ . . . . . TAA .HDETEEEPD..LL..ES.............

..... AVQ.I.EDEEEPD..LL..LES............
KGSleRelaledf ANNA KR EIRWNANNG QIANE Q) OAAKLLMTSANT . . . .. KATPVAEDLADAD. .I.. ... ... .. ..
* %

387
384
384
384
384
380
380
381
376
348
355
363
343
347
347
343
348
348
348
347
352
372
354
354
349
349
347



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
408
453
115
625
1313
1245
1214
1211
1334
1130
1124
1123

30349 XFASM12 RS00480 WP 012337558.1

1427
1389
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1

RS RS02760 WP 011000510.1
A4U84 RS07560 WP 021112712.1

A1552VC RS01565 WP 000344154.1

GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

R 387
EIEE 388
EIEE 388
EIEE 388
EIEE 388
EIEE 384
EIEE 384
ED.. 383
ED.. 378
348
355
363
343
347
347
343
348
348
348
347
352
372
354
354
349
349
347

X non conserved
B similar
il >50% conserved



