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NTDB id 1203 PSJM300 01605 AFN76401.1 .......MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPV......NKTPMSPEMTRETVHGVMNEQQRREFTENH 67
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .......MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPV......SKTKLDGDMIAQLIDSITTQKQRQEFIETH 67
NTDB id 1307 DR RS10055 WP 010888596.1 ...MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQ......GFEPLSASDTRKLMYSMMNERQQRIFEEKR 71
NTDB id 303462 DU509 RS07010 WP 276129924.1 MKPEPHLPELSEMLGGAVALEASDLHLTVGAPPSVRVSGRVRPLLSEGGAPCPPVSPSHARDVIYGILTDRQRKRLEEDL 80
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LFVSVTGAPTGTSGKSTSTMLASAVMTVLIQGNDRHY
NTDB id 1177 A1552VC RS01165 WP 000422572.1 EANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGY 144
NTDB id 1203 PSJM300 01605 AFN76401.1 ECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGY 146
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQH 147
NTDB id 1307 DR RS10055 WP 010888596.1 ELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDH 150
NTDB id 303462 DU509 RS07010 WP 276129924.1 ELDFSYTVAN.LSRFRVNVYVQRGSLGAAFRMIPHSITPLEDLGLPKVVADLADRPRGLVLVTGPTGSGKSTTLAAMIDR 159
NTDB id 1116 NGFG RS10615 WP 003690200.1 EVDFSFELPN.VARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINY 146
NTDB id 1086 NMV RS00245 WP 002218487.1 EVDFSFELPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINY 146
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNY 146
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNY 146
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDY 146
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDY 146
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1202 PSJM300 01600 AFN76400.1 ETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 RNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMA 224
NTDB id 1203 PSJM300 01605 AFN76401.1 RNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLA 226
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFA 227
NTDB id 1307 DR RS10055 WP 010888596.1 INTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMG 230
NTDB id 303462 DU509 RS07010 WP 276129924.1 INEVREEHIMSVEDPIEFLHFHKKCLVNQREVGQDTRSFANALKHVLRQDPDVILVGEMRDLETIQLAITAAETGHMVFA 239
NTDB id 1116 NGFG RS10615 WP 003690200.1 INETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLVFG 226
NTDB id 1086 NMV RS00245 WP 002218487.1 INETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLVFG 226
NTDB id 1185 GTF74 RS11940 WP 000350195.1 VNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFG 226
NTDB id 1176 A1552VC RS01160 WP 000350195.1 VNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFG 226
NTDB id 1283 ACE17W RS02630 WP 010947729.1 INSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFG 226
NTDB id 1259 GCO85 RS10305 WP 010947729.1 INSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFG 226
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1202 PSJM300 01600 AFN76400.1 LNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1020 ACIAD RS04210 WP 011182164.1 INNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1060 ABD1 RS04380 WP 000355489.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1040 H0N27 RS13360 WP 000355489.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRD..KNGKGRHGVFEVLLNSPRIADLIRRGELHELKA 302
NTDB id 1203 PSJM300 01605 AFN76401.1 TLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPT..PDGKGRRAVIEVLINTPLAADLIRKGEVHELKG 304
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPT..HDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKE 305
NTDB id 1307 DR RS10055 WP 010888596.1 TLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPR..ADGQGRVLAYEILLANPAVRALIREGKTFQITS 308
NTDB id 303462 DU509 RS07010 WP 276129924.1 TLHTQDAPQTVDRVIDVFPPHQQQQVRTQLSNALEGVVTQTLVQRREERGGGRVVAAEVMVATSGVRNLIREGKNHQIYS 319
NTDB id 1116 NGFG RS10615 WP 003690200.1 TLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKT..HDGNGRVASHEILIANPAVRNLIRENKITQINS 304
NTDB id 1086 NMV RS00245 WP 002218487.1 TLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKT..HDGNGRVASHEILIANPAVRNLIRENKITQINS 304
NTDB id 1185 GTF74 RS11940 WP 000350195.1 TLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR...VGGGRVACHEIMLATPAIRNLIREDKVAQMYS 303
NTDB id 1176 A1552VC RS01160 WP 000350195.1 TLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR...VGGGRVACHEIMLATPAIRNLIREDKVAQMYS 303
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK...NKGGRVAALEIMMCTGAIRNLIREDKIAQMYS 303
NTDB id 1259 GCO85 RS10305 WP 010947729.1 TLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK...NKGGRVAALEIMMCTGAIRNLIREDKIAQMYS 303
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK...IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYS 303
NTDB id 1202 PSJM300 01600 AFN76400.1 TLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK...VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYS 303
NTDB id 1020 ACIAD RS04210 WP 011182164.1 TLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK...EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYS 303
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK...NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYS 303
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK...NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYS 303
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK...NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYS 303
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...GSGSLQNVKID........ME... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 LMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTLE........MSDDD 375
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERK........MTFDG 377
NTDB id 1307 DR RS10055 WP 010888596.1 VMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLA.NDASAGL...GGASMTPAAPPVPAYNSASSSSTG 384
NTDB id 303462 DU509 RS07010 WP 276129924.1 AMQTGAGVGMVTMDASLVDLVRRGEISKESALKKSSNPEEVHRMLGAGPRRG............................ 371
NTDB id 1116 NGFG RS10615 WP 003690200.1 VLQTGQASGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF..................................... 347
NTDB id 1086 NMV RS00245 WP 002218487.1 VLQTGQASGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF..................................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF...................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF...................................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF...................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF...................................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 AIQTGGSLGMQTLDMCLKGLVAKGLISRENAREKAKI.PENF...................................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 SIQTGGSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQ.PENF...................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SIQTGATHGMTTLDQSLKQLLAKGIINLPTARAVAKS.PESF...................................... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AIQTGANHGMTTLDQSLKGLVSRGVISPQTARTAAKQ.PESFL..................................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL..................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 AIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL..................................... 345
consensus ***** !!*!*** * !* ***** * * * *

logo

P
Q
R

R
G
G
R
D
N
S

L
F
G
K
R

RGAAAPATPAAPAAGRSEPGRAGGFGRR

NTDB id 1177 A1552VC RS01165 WP 000422572.1 .................................. 368
NTDB id 1203 PSJM300 01605 AFN76401.1 PGRSFR............................ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QRRNLK............................ 383
NTDB id 1307 DR RS10055 WP 010888596.1 RGGDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 303462 DU509 RS07010 WP 276129924.1 .................................. 371
NTDB id 1116 NGFG RS10615 WP 003690200.1 .................................. 347
NTDB id 1086 NMV RS00245 WP 002218487.1 .................................. 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 .................................. 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .................................. 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .................................. 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .................................. 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .................................. 344
NTDB id 1202 PSJM300 01600 AFN76400.1 .................................. 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 .................................. 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 .................................. 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 .................................. 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 .................................. 345
consensus

X non conserved

X similar

X ≥ 50% conserved


