
logo

MM
T
S
T
E
G
I
N
M
G
E
Q
D
F
L
I
E
N
A
T
K
Q
D
E
I
Y
LLDFERAAGLFAGMSHLAVDEQRTKLKQHNERNKGGSASDI

L
F
I
Y
HI
L
A
T
S
V
S
AGAILVMS

P
I
P
L
Q
S
M
F
M
Y
V
I
K
R
L
I
V
N
H
S
DGKRDE I

Y
M
L
V
D
L
R
A
P
K
R
V
Q
L
I
LSEGGAP

G
N
C
E
F
K
V
L
A
E
T
P
E
P
A
V
F
M
L
D
T
E
S
V
P
A
H
A
E
S
K
H
M
Q
E
D
A
T
V
T
G
I
R
H
D
E
A
K
N
R

T
V
I
M
L
L
M
V
I
F
H
T
Y
A
E
G
S
D
M
V
I
L
M
D
T
N
E
D
Q
H
A
R
K
R

Q
Q
R
A
S
R
K
R
I
D
E
L
F
Y
K
T
Q
E
Q
E
D
T
N
F
K
H
F
R
LEACLVTND

NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPV......NKTPMSPEMTRETVHGVMNEQQRREFTENHECN 70
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQ......GEA.LSVADVTALLHAMMDDARQAEFKQTREAN 69
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQ......GFEPLSASDTRKLMYSMMNERQQRIFEEKRELD 74
NTDB id 303461 DU509 RS05025 WP 119067199.1 .MTENGLNDYLFAAHRLEASDLHLTVGAPPSVRVSGRVRPLLSEGGAPCPPVSPSHARDVIYGILTDRQRKRLEEDLELD 79
NTDB id 1116 NGFG RS10615 WP 003690200.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRI......NLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVD 70
NTDB id 1086 NMV RS00245 WP 002218487.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRI......NLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVD 70
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKL......GVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVD 70
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKL......GVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVD 70
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKI......NLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETD 70
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKI......NLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETD 70
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ....MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRI......NLPPLEHKQVHALIYDIMNDKQRKDFEEFLETD 70
NTDB id 1202 PSJM300 01600 AFN76400.1 ....MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRI......NLPAMDHKQVHALIYDIMNDKQRKDFEEFLETD 70
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ....MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRI......NLPAMDHSEVHNLIYDIMNDKQRRDYEEKLETD 70
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRI......NLPALEHKDVHRLVYDIMNDKQRRDYEEKLETD 70
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRI......NLPALEHKDVHRLVYDIMNDKQRRDYEEKLETD 70
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRI......NLPALEHKDVHRLVYDIMNDKQRRDYEEKLETD 70
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NTDB id 1203 PSJM300 01605 AFN76401.1 FAISARGIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKN 150
NTDB id 1177 A1552VC RS01165 WP 000422572.1 FAV.VRDSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQH 148
NTDB id 1307 DR RS10055 WP 010888596.1 FSFALGDKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTT 154
NTDB id 303461 DU509 RS05025 WP 119067199.1 FSYTVANLSRFRVNVYVQRGSLGAAFRMIPHSITPLEDLGLPKVVADLADRPRGLVLVTGPTGSGKSTTLAAMIDRINEV 159
NTDB id 1116 NGFG RS10615 WP 003690200.1 FSFELPNVARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINET 150
NTDB id 1086 NMV RS00245 WP 002218487.1 FSFELPNVARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINET 150
NTDB id 1185 GTF74 RS11940 WP 000350195.1 FSFELPNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAH 150
NTDB id 1176 A1552VC RS01160 WP 000350195.1 FSFELPNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAH 150
NTDB id 1283 ACE17W RS02630 WP 010947729.1 FSFEIANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSS 150
NTDB id 1259 GCO85 RS10305 WP 010947729.1 FSFEIANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSS 150
NTDB id 1194 PAKAF RS01995 WP 003084552.1 FSFEVPGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNT 150
NTDB id 1202 PSJM300 01600 AFN76400.1 FSFEVPGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNT 150
NTDB id 1020 ACIAD RS04210 WP 011182164.1 FSFEVPNLARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYINNH 150
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 FSFEVPNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINEN 150
NTDB id 1060 ABD1 RS04380 WP 000355489.1 FSFEVPNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINEN 150
NTDB id 1040 H0N27 RS13360 WP 000355489.1 FSFEVPNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINEN 150
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NTDB id 1203 PSJM300 01605 AFN76401.1 SSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHA 230
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHA 228
NTDB id 1307 DR RS10055 WP 010888596.1 KKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHT 234
NTDB id 303461 DU509 RS05025 WP 119067199.1 REEHIMSVEDPIEFLHFHKKCLVNQREVGQDTRSFANALKHVLRQDPDVILVGEMRDLETIQLAITAAETGHMVFATLHT 239
NTDB id 1116 NGFG RS10615 WP 003690200.1 QPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHT 230
NTDB id 1086 NMV RS00245 WP 002218487.1 QPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHT 230
NTDB id 1185 GTF74 RS11940 WP 000350195.1 HNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHT 230
NTDB id 1176 A1552VC RS01160 WP 000350195.1 HNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHT 230
NTDB id 1283 ACE17W RS02630 WP 010947729.1 RYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHT 230
NTDB id 1259 GCO85 RS10305 WP 010947729.1 RYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHT 230
NTDB id 1194 PAKAF RS01995 WP 003084552.1 KYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHT 230
NTDB id 1202 PSJM300 01600 AFN76400.1 KYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHT 230
NTDB id 1020 ACIAD RS04210 WP 011182164.1 RYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHT 230
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 RYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHT 230
NTDB id 1060 ABD1 RS04380 WP 000355489.1 RYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHT 230
NTDB id 1040 H0N27 RS13360 WP 000355489.1 RYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHT 230
consensus * !!***!!!!!!*! *******!!!****! ** !!***!!**!!*!!*!!*!**!!***!***!!!!!****!!!*

logo

Q
S
N
T
D
G
N
SANPTAEQKSATLVI ENDRVI LVIHNDFLVVFPEKPGADHGSERDQERQKANQSEDQMF

I
V
L
W
R
L
M
V
T
A
S
D
Q
MLASLNEANSLEVKRTQSGAI

V
M
V
I
T
A
SQ

K
N
S
Q
TL IVLQRPKDTRKREAEKPHEIRVDNKGQKNGGRHRVGLVACSVAAFIYLHEVI LMVMLICNAGSNITSGPGLRAAVIARADNL IRKREGNDEKLNTIVFTHAEQLIMTKNYAGSLTIVSALMIAKQRT

NTDB id 1203 PSJM300 01605 AFN76401.1 NNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPT..PDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKR 308
NTDB id 1177 A1552VC RS01165 WP 000422572.1 NNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRD..KNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMAR 306
NTDB id 1307 DR RS10055 WP 010888596.1 NSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPR..ADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQT 312
NTDB id 303461 DU509 RS05025 WP 119067199.1 QDAPQTVDRVIDVFPPHQQQQVRTQLSNALEGVVTQTLVQRREERGGGRVVAAEVMVATSGVRNLIREGKNHQIYSAMQT 319
NTDB id 1116 NGFG RS10615 WP 003690200.1 TGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKT..HDGNGRVASHEILIANPAVRNLIRENKITQINSVLQT 308
NTDB id 1086 NMV RS00245 WP 002218487.1 TGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKT..HDGNGRVASHEILIANPAVRNLIRENKITQINSVLQT 308
NTDB id 1185 GTF74 RS11940 WP 000350195.1 SSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR...VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQT 307
NTDB id 1176 A1552VC RS01160 WP 000350195.1 SSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR...VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQT 307
NTDB id 1283 ACE17W RS02630 WP 010947729.1 NSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK...NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQT 307
NTDB id 1259 GCO85 RS10305 WP 010947729.1 NSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK...NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQT 307
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK...IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQT 307
NTDB id 1202 PSJM300 01600 AFN76400.1 TSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK...VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQT 307
NTDB id 1020 ACIAD RS04210 WP 011182164.1 TSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK...EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQT 307
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK...NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQT 307
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK...NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQT 307
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK...NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQT 307
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NTDB id 1203 PSJM300 01605 AFN76401.1 STDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVSQGLTLEM................. 371
NTDB id 1177 A1552VC RS01165 WP 000422572.1 SQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYGSG..SLQNVKIDM................. 367
NTDB id 1307 DR RS10055 WP 010888596.1 GAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASA.GLGGASMTPAAPPVPAYNSASSSSTGRGGDFGR 391
NTDB id 303461 DU509 RS05025 WP 119067199.1 GAGVGMVTMDASLVDLVRRGEISKESALKKSSNPEEVHRMLGAGPPSARGGSR.....................NGLVGG 378
NTDB id 1116 NGFG RS10615 WP 003690200.1 GQASGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF......................................... 347
NTDB id 1086 NMV RS00245 WP 002218487.1 GQASGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF......................................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 GAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF.......................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 GAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF.......................................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 GQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF.......................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 GQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF.......................................... 344
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NTDB id 1202 PSJM300 01600 AFN76400.1 GGSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQ.PENF.......................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 GATHGMTTLDQSLKQLLAKGIINLPTARAVAKS.PESF.......................................... 344
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NTDB id 1060 ABD1 RS04380 WP 000355489.1 GANHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL......................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 GANHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL......................................... 345
consensus ** !!*!*** * !* ***** * * * * *

logo

G
R
A
R
AAPATPAAPAAEG

S

D
R
D
S
D
EPGRASFGGRFGRR

NTDB id 1203 PSJM300 01605 AFN76401.1 .............SDDDPGRSFR.... 381
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .............E............. 368
NTDB id 1307 DR RS10055 WP 010888596.1 GAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 303461 DU509 RS05025 WP 119067199.1 RR......................... 380
NTDB id 1116 NGFG RS10615 WP 003690200.1 ........................... 347
NTDB id 1086 NMV RS00245 WP 002218487.1 ........................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ........................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ........................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ........................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ........................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ........................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 ........................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ........................... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ........................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ........................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ........................... 345
consensus

X non conserved

X similar

X ≥ 50% conserved


