
logo MFSFFKRRFKKKQTEQETPADLPAEEASQSVAQDEATAQAQAKDVEASESDVAAQIVGNIKEADVESLAEPSVLVDKAGPRAPAEASADVEPQTVSAGAQPVAEAQPVAKEVTVMVATEVMTPSTENADG
NTDB id 30340 BCENMC03 RS14290 WP 012329249.1 MFSFFKRFKKTQEPDPAESQSADAQQADEASDAA......EA....APVLDAPPAADVPQVSAQPAAPAVVMTVTPTND. 69
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 30340 BCENMC03 RS14290 WP 012329249.1 ........GRDEVVETVEI....V.PPPLQDASAKKSWLARLKTGLAKTG....SSITGVFVNTKIDEDLYEELETALLM 132
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus *********** ! !!! ****!**** *! ! !!!! !!!!* **** !* !!! ! !!!!!!!!! !*

logo

G
SDAMGMVDEATEYLLMDKADLVREGKRVRSALGKGRLKTDGPNQEQLVKRDGALHKDEALLVYDEL ILKTPLEKPSLMVLGPERTAKEQPFLVI

MMI
L
A
TGI

VNGAGKTTS IGKLAKHY
NTDB id 30340 BCENMC03 RS14290 WP 012329249.1 SDAGVDATEYLLDALREKVRAGRLTDPQQVKDALHDLLVELLTPLEKSLMLGR.AQPLVMMITGVNGAGKTTSIGKLAKH 211
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 30340 BCENMC03 RS14290 WP 012329249.1 LQSFDQSVLLAAGDTFRAAAREQLAVWGERNNVTVVQQESGDPAAVIFDAVSAARARKIDVMMADTAGRLPTQLHLMEEL 291
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 30340 BCENMC03 RS14290 WP 012329249.1 KKVKRVIAKAHDGAPHEVLLVIDANTGQNALTQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKV 371
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 30340 BCENMC03 RS14290 WP 012329249.1 EDLQPFSAVEFADALLG 388
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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