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NTDB id 1177 A1552VC RS01165 WP 000422572.1 NEYISDGM THKY VG AT L Y)AM]E AQGEAL SVA TA

NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1

NTDB id 303355 DVA44 RS03900 WP 114385775.1

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 1086 NMV RS00245 WP 002218487.1 R

NTDB id 1116 NGFG RS10615 WP 003690200.1 R

NTDB id 1185 GTF74 RS11940 WP 000350195.1 R

NTDB id 1176 A1552VC RS01160 WP 000350195.1 R

NTDB id 1283 ACE17W RS02630 WP 010947729.1 I4 SDLH SAG PPMIRVDG R

NTDB id 1259 GC085 RS10305 WP 010947729.1 Il SDLH SAG PPMIRVDG R

NTDB id 1202 PSJM300 01600 AFN76400.1 ASDLHLS G PPMIRVDG R

NTDB id 1194 PAKAF RS01995 WP 003084552.1 ASDLHLSAG PPMIRVDG R

NTDB id 1020 ACIAD RS04210 WP 011182164.1 @ IIASDLHLSAG PPMIRVDG R

NTDB id 1060 ABD1 RS04380 WP 000355489.1 ASDLHLSAG PPMIRVDG R

NTDB id 1040 HON27 RS13360 WP 000355489.1 .. ASDLHLSAG PPMIRVDG R

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 RMDIWELLAFSVK [ASDLHLSAG PPMIRVDG R
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .

NTDB id 1203 PSJM300 01605 AFN76401.1 G.

NTDB id 1019 ACIAD RS04205 WP 004922051.1 EXNERIAYSINS QRDMP

NTDB id 303355 DVA44 RS03900 WP 114385775.1 S.

NTDB id 1307 DR RS10055 WP 010888596.1 .

NTDB id 1086 NMV RS00245 WP 002218487.1 NN ARFRVNAFN)R4RGIYy AVFRTIPSHN

NTDB id 1116 NGFG RS10615 WP 003690200.1 N ARFRVNAFNJX&RGlYy AVFRTIPSHN

NTDB id 1185 GTF74 RS11940 WP 000350195.1 N REFRVNAFBIQMRGEOSJAVERTIP U E

NTDB id 1176 A1552VC RS01160 WP 000350195.1 || . NEGHAI ATV H(A]AjiieiC SENAN MRV E

NTDB id 1283 ACE17W RS02630 WP 010947729.1 N ARFRVNAFNQBRGE\ AVFRTIPS| G

NTDB id 1259 GC085 RS10305 WP 010947729.1 N ARFRVNAFNQBRGE\ AVFRTIPSIH E

NTDB id 1202 PSJM300 01600 AFN76400.1 e ARFRVNAFNQNRGINGAVFRT IPS)Y E

NTDB id 1194 PAKAF RS01995 WP 003084552.1 N ARFRVNAFNQNRGENGAVFRT IPS)Y E

NTDB id 1020 ACIAD RS04210 WP 011182164.1 N ARFRVNMFNQNRGAGAVFRTIPSQ E

NTDB id 1060 ABD1 RS04380 WP 000355489.1 N ARFRVNAFNQWRGEGAVERT IP S|\ I

NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAFNQWRGEGAVFRT IP S| E

NTDB id 1081 FDQR49 RS05335 WP 006581387.1 N ARFRVNAFNQWRGEGAVERT IP S|\ E

consensus

IR Kok kokokok | kokokk kKK

kkokk  kokk  kx

II[@WEZRG VLVTGPTGSGKSTTLAAM
PRI

1563
155
156
152
159
155
155
155
155
155
155
155
155
155
155
155
155



LT LT

o U st W AR

NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHI¥:IK C gYQREV[e3®D TN 233
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H:{MNC gyQRE V[entD Ty 235
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF Hi¥:#X¢C IpyQREV[eniD Ty RSREM DMALINJAETGHLVE T L HESWY AN 236
NTDB id 303355 DVA44 RS03900 WP 114385775.1 EDP EF HNSK CLI QRE [GW:QRSEFRINALR ALREDPD RDBJETI LALTAAETGHLVIM TLHT3¢A AW 232
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HIgyK INQREV{EEIDTIRSFBIALR ALR JAPD RDMETI JAA TAAETGHLVWIGTLHTRYS AR 239
NTDB id 1086 NMV RS00245 WP 002218487.1 EDPIEFVHWNSKKSLINQRE H[EBITIRSFESYALRSALREDPD RD)JETIMLALTAAETGHLVFGTLHT [§AAK 235
NTDB id 1116 NGFG RS10615 WP 003690200.1 EDPIEFVHWNSKKELINQRE H{}ITIRSFISJALESALREDPD RDIJETILALTAAETGHLVFGTLHT [gAAK 235
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHSWIKCLINQREVH IQYALRSALREDPD 235
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHSEWKCLINQREVH IQYALRSALREDPD 235
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVHSKKCL NQREVH WPNALRSALREDPD LA TAAETGHLVFGTLHTIYS ANK 235
NTDB id 1259 GCO85 RS10305 WP 010947729.1 EDPIEFVHNSKKCL NQREVH WPVALRSALREDPD LA TAAETGHLVFGTLHTNS AW 235
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHIISKKCL NQREVH MINALRSALREDPD LALTAAETGHLVFGTLHT SAAK 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHRISKKCL NQREVH NJIPALRSALREDPD LALTAAETGHLVFGTLHT SAAK 235
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHINYKKCLINQREVH IWAALRSALREDPD LALTAAETGHLVFGTLHT SAAK 235
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVH@SKKCLINQREVH IWIALRSALREDPD LALTAAETGHLVFGTLHT SAAK 235
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHNSKKCLINQREVH IWAALRSALREDPD LALTAAETGHLVFGTLHT SAAK 235
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHNSKKCLINQREVH IWAALRSALREDPD LALTAAETGHLVFGTLHT SAAK 235
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 R 309
NTDB id 1203 PSJM300 01605 AFN76401.1 e G 311
NTDB id 1019 ACIAD RS04205 WP 004922051.1 312

NTDB id 303355 DVA44 RS03900 WP 114385775.1
NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 1086 NMV RS00245 WP 002218487.1
NTDB id 1116 NGFG RS10615 WP 003690200.1
NTDB id 1185 GTF74 RS11940 WP 000350195.1
NTDB id 1176 A1552VC RS01160 WP 000350195.1
NTDB id 1283 ACE17W RS02630 WP 010947729.1
NTDB id 1259 GCO85 RS10305 WP 010947729.1
NTDB id 1202 PSJM300 01600 AFN76400.1

NTDB id 1194 PAKAF RS01995 WP 003084552.1
NTDB id 1020 ACIAD RS04210 WP 011182164.1
NTDB id 1060 ABD1 RS04380 WP 000355489.1
NTDB id 1040 HON27 RS13360 WP 000355489.1
NTDB id 1081 FDQ49 RS05335 WP 006581387.1
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MVRSMLSESLWAVI QNLLKpN:®IGINGRVA HETIJMI PA RNLIRERK 311
MVREMLSESLINAVI QNLLKpNBIGRIGRVA HET|RI PA RNLIRENK I§Q 311
MUGGGRVAGMHEIM PAIRNLIRENK 310
MUGGGRVAHEIM PAIRNLIREWK 310
MUSGGRVAAIRETIM MATRNLIRENK 310
BUYGGRVAAIREIM C AIRNLIREPK 310
MUYGGGRVAAHEIMI PAIRNLIREPRK AQMYSHIQTG 310
MIIGGGRVAAHEIMI PAIRNLIRERK AQMYSHEIQTG 310
NOGGGRVAAHEIMI MPAIRNLIRE[@K AQMYSHIQTG 310
BIGGGRVAAHEIMI MPAIRNLIRENK AQMYSEIQTG 310
BIGGGRVAAHEIMI MPAIRNLIREMNK AQMYSI\IQTG 310
BIGGGRVAAHEIMI PPATIRNLIRENK AQMYSEIQTG 310
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1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
303355 DVA44 RS03900 WP 114385775.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1
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1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
303355 DVA44 RS03900 WP 114385775.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
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1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1
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X non conserved
B similar
>50% conserved
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