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NTDB id 1284 ACE17W RS12370 WP 010946666.1 .................MRKIIAILILISA..SLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPP 61
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .................MRKIIAILILISA..SLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPP 61
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .................MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPA 62
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .................MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPS 62
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .................MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPS 62
NTDB id 303291 soil367 RS03465 WP 136546932.1 MIDRNINAQKRFGLGLEMFSKLKSLIAVAVL.GAGANLAWGVTLEDLDFASLPGDRIEVRLSFDGTPP.APSGYTIEQPA 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .................MNSGLSRL.GIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPA 61
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 RLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFEN.SKEVF 140
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFEN.SKEVF 140
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RLILDFDKAGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA......TPV 134
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RLILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN......KPL 134
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RLILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN......KPL 134
NTDB id 303291 soil367 RS03465 WP 136546932.1 RIALDLEGVDSGLS..DRYHNLGVGNTQSMTVIDAKGRTRLIFNLSQLAPYDTRVEGNALIVEIGGGAGNDDSPSADEPL 156
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RIALDLPGVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVA.STAPV 138
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ..................ITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMK 202
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..................ITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMK 202
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ATS.APA..................PQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLAR 195
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PVV.S.A..................QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLAR 194
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PVV.S.A..................QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLAR 194
NTDB id 303291 soil367 RS03465 WP 136546932.1 QASTSPQQPEAQAQGQGESSAAASITGRSVNEVDFRRGADGDGQVVITLSDPRTSVDLSETAGNIRLRLADTQLPESERR 236
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KASPAPAS.....YAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRV 213
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 RYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISI 282
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISI 282
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDN.VRLNSKNNQNYTGKKISLDFQDIEV 274
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEV 273
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEV 273
NTDB id 303291 soil367 RS03465 WP 136546932.1 RLNVNDFATPVRQIETYTEGDAVIIDIDAEGDYDYLAYQSGNQFTVAVEELSQAESEERREEKFPYSGEKLSLNFQDIEV 316
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDV 293
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 RAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEK 362
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEK 362
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTK 354
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVK 353
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVK 353
NTDB id 303291 soil367 RS03465 WP 136546932.1 RSVLQLIADFTGLNLVASDTVGGSLTLRLDSVPWDQALELILKTKGLDKRQVGNVLLVAPASEIADRERLELENNRQQRE 396
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAE 373
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 LEPIRSDLIQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQ 411
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LEPIRSDLIQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQ 411
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIIN 425
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIIN 433
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIIN 433
NTDB id 303291 soil367 RS03465 WP 136546932.1 LAPVRLDIVQVNYAKASDLVALLQQDA................................ELISGRGFISSDARTNTISVR 444
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LAPLRRELIQVNYAKAADIAKLFQSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAY 427
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 DTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE.........LAR..... 475
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE.........LAR..... 475
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN..... 500
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDET.TG 512
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDET.TG 512
NTDB id 303291 soil367 RS03465 WP 136546932.1 ETAEKLEQIRRLVSTWDIPVRQVLIEARIVRAQTNIARDLGVQWGGGFAKQNGNSRISAGGSQTTLSEIDNAFTSGS.PA 523
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGYGKDGNIG..IKDED.GMNCGPIAG 504
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 .GTAPANVVPLERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESG 553
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .GTAPANVVPLERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESG 553
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .GTY...TIERPDNLNVDLGV.....TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATG 571
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GYKY...TIERPDNLNVDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATG 583
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GYKY...TIERPDNLNVDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATG 583
NTDB id 303291 soil367 RS03465 WP 136546932.1 QISFPG.......ALAVDLGV.....SRASTSSFAIGYS.NNDFLIDLELSALESDGKAEIVAQPKVVTADRQTAIIESG 590
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SCTFPTTGTSKSPSPFVDLGA......KDATSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKG 577
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 EEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTI 629
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTI 629
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETV 650
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETV 662
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETV 662
NTDB id 303291 soil367 RS03465 WP 136546932.1 EEIPYQEATSSGA...ASISFKEAVLGLEVTPQITPDDNIIMDLVVRQDSR..GEVTAGIPSINTNEVETQVLVANGETV 665
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETI 654
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 303291 soil367 RS03465 WP 136546932.1 VLGGIFQSEIATTITKTPFLGDIPYLGWLFTRSEKIDERSELLIFITPKIVKSSLTSN........... 723
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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