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NTDB id 302941 MothHH RS13305 WP 200901616.1 MNENSGADKSKGAELLTRIKERFVCQQCGYESQGFLGRCPACGSWNSLVAEAIIPEGIKKAA......GSGEVPVLLSRV 74
NTDB id 125 BSU 00870 NP 387968.1 ...............MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSI 65
NTDB id 509 SM12261 RS00130 WP 078228442.1 ...............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV 62
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ...............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV 62
NTDB id 279 KZH43 RS00140 WP 074017595.1 ...............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV 62
NTDB id 238 SPD RS00140 WP 074017595.1 ...............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV 62
NTDB id 204 SPR RS00140 WP 074017595.1 ...............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV 62
NTDB id 169 SP RS00155 WP 074017595.1 ...............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV 62
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NTDB id 302941 MothHH RS13305 WP 200901616.1 NDISEKRLVTTLGEWDRVLGGGLVPGSLVLVGGAPGIGKSTLLLQVAHLLSSRYGKILYVTGEESASQTRLRARRLGAEE 154
NTDB id 125 BSU 00870 NP 387968.1 ETSEEPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN 145
NTDB id 509 SM12261 RS00130 WP 078228442.1 TSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID 141
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID 141
NTDB id 279 KZH43 RS00140 WP 074017595.1 TSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID 141
NTDB id 238 SPD RS00140 WP 074017595.1 TSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID 141
NTDB id 204 SPR RS00140 WP 074017595.1 TSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID 141
NTDB id 169 SP RS00155 WP 074017595.1 TSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID 141
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NTDB id 302941 MothHH RS13305 WP 200901616.1 GEIYLLAETNIEGILLQIERLQPVVVMVDSIQTMLLPDIQAAPGSVSQVREGAARFLRLAKDGGPAVILVGHVTKEGFLA 234
NTDB id 125 BSU 00870 NP 387968.1 PSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIA 225
NTDB id 509 SM12261 RS00130 WP 078228442.1 SEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 279 KZH43 RS00140 WP 074017595.1 SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 238 SPD RS00140 WP 074017595.1 SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 204 SPR RS00140 WP 074017595.1 SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 169 SP RS00155 WP 074017595.1 SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
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NTDB id 302941 MothHH RS13305 WP 200901616.1 GPKVLEHLVDCVLYLEGERYQAYRILRSVKNRFGSTNEIGVFEMTGSGLQEVTNPSAMLMAERPAGVAGSSVVACLEGTR 314
NTDB id 125 BSU 00870 NP 387968.1 GPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTR 305
NTDB id 509 SM12261 RS00130 WP 078228442.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 279 KZH43 RS00140 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 238 SPD RS00140 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 204 SPR RS00140 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 169 SP RS00155 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
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NTDB id 302941 MothHH RS13305 WP 200901616.1 PLLLEIQALVSKTAFGNPRRLATGIDFNRALLLAAVLEKRAGLPLGGYDIYLNVAGGIAINEPAADLGICLAIASGLKDR 394
NTDB id 125 BSU 00870 NP 387968.1 PILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDT 385
NTDB id 509 SM12261 RS00130 WP 078228442.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 279 KZH43 RS00140 WP 074017595.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 238 SPD RS00140 WP 074017595.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 204 SPR RS00140 WP 074017595.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 169 SP RS00155 WP 074017595.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
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NTDB id 302941 MothHH RS13305 WP 200901616.1 PLESRTLVLGEVGLAGEVRAVTQLERRVEEAARLGFNRFIIPAGNRGGLKGQSGCEIYKVSTINEALRLALVNTGSGAGD 474
NTDB id 125 BSU 00870 NP 387968.1 PPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG....... 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 238 SPD RS00140 WP 074017595.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 204 SPR RS00140 WP 074017595.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 169 SP RS00155 WP 074017595.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA........ 453
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