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EIYGPESGKTT AQKGGAFIDAEHALDPYALGVNDELL SQPDRIGEQALETI) ML RSGA D 153
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NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AIMEOKINGGNAMAF IDAEHALDNAIY AJQUL.GV gy WLL SQPD GEQALET|M BWRSG D 142
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AINMQOKINGGUIMAF IDAEHALDEIY ASIMLGV jy NLL SQPD GEQALEI|R BBRSG D 142
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIINQKYJGGIWAAF IDAEHARGDINSIY AI¥SLG N EL  SQPDGEQALEIfA RSG VD 149
NTDB id 302875 DTO073 RS08055 WP 124292919.1 EIYGPESSGKTT ANMQ BIGGIWNAFIDAEHALDPPY AL GV DILL SQPD GEQALEIM RSGA D 142
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANAQK{ENFENYAF IDAEHALDPYYY ARMLGVNIDELL SQPDJGEQALEIfe RSGAVD 157
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHARDPNYABRISLGVIS ELM GEQALEI[® RSG D 141
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NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INSAFIDAEHALDPNYAJANLGV DNLL SQPDRIGEQALEIf 140
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INSMAFIDAEHALDPWNYAJANLGV  DRWLL SQPDBIGEQALEIfA 140
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIpN 140
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