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NTDB id 302857 DT070 RS02735 WP 122954023.1 MSTQAPAAQQARILVIDDEPDLRTLYELTLLREGYRVEAAGDLQQARQQLSENRFDAVITDMRLPDGLGLELLRDLVTQQ 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRH 73
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .....MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNY 75
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NTDB id 302857 DT070 RS02735 WP 122954023.1 RPERCVVITAHGSAENAVEALKAGAFDYLTKPVDLKQFRSVVASAVQGARQPAAAAKAERNGAEPGIAPLAIPLPVAADA 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP.........................EAEE 128
NTDB id 1045 H0N27 RS16330 WP 168727019.1 PNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH......................DTTEN 133
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VNCSGAIPESTNELLMEASELFFGAHRK
NTDB id 302857 DT070 RS02735 WP 122954023.1 PLILQKLVGESAVMRAVKSRIVKVAGSMAPVLIQGESGTGKELVARAVHGCSHRAAGPFVAVNCSAIPENLLEAEFFGAR 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 APVDNRLLGESPPMRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHK 208
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHK 213
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logo KGASYFTGSAAITEQDRKQGYL IFLQSAAHKSGGSTLFLDEVIGAEDLPMLSAMQSVKLLRAVIQERKAKTI
VRAPLVGGSDPQHQEDIVDAVDFVRVI ILVCSASTHQKDLADSLAEGLVEGRAQGKRTF

NTDB id 302857 DT070 RS02735 WP 122954023.1 KGAYTGSAQDRQGYFQAAKGGTLFLDEIGDLPLAMQSKLLRAIQERTVRPLGSPHEDAVDVRIVSATHKDLSAGVEQGTF 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRF 288
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKF 293
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NTDB id 302857 DT070 RS02735 WP 122954023.1 RQDLYYRLNVIEILVPALRERREDLPALCKALLSRICQESGFGMPELTDAVMEQLRARPFNGNVRELENTLHRAVALGDG 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCED 368
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSED 373
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NTDB id 302857 DT070 RS02735 WP 122954023.1 SELHFD...........................APAEEHVSVPENLQDYLDGQERNILTKVLLETGFNRTAAASRLGLTL 453
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DQIQPHDLRLADAPGAS................QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTF 432
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTF 453
consensus * * * * **** ** **!**!!* *!* *****! *! *!!!*!! *!!*!*



logo RQS ILMRYR I
L
A
K
R
K
F
L
N
G
L
I
V
DTEPGTESDQDEPVADGLDPADDPA

NTDB id 302857 DT070 RS02735 WP 122954023.1 RQIRYRIARLNIVTPGSDDPADGLDPADDPA 484
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSMRYRLKKLGID.................. 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSLRYRLKKFGLDTETEQEV........... 473
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