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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK...... 137
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK...... 137
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALDLPGVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKAS 141
NTDB id 302839 DT536 RS06515 WP 058870416.1 VLDFDKAQQSLK..QGSIAVATAEASTVDVTSDAQRSRLTVNLTDAGAFTTRVEGNTFILKINSANPMV........... 146
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NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.......... 132
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.......... 132
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 .......EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .......EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFA 221
NTDB id 302839 DT536 RS06515 WP 058870416.1 ATPV.........AAARSEQGISNIGFQRGSGGEGQIVIDLKGSNTPVDVKQQGSKIVVRVLGNKIPAHLSRRLNVNDFA 217
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVAT.........SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFA 203
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PLPV.........VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PLPV.........VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIA 301
NTDB id 302839 DT536 RS06515 WP 058870416.1 TPVSTIDAQNDGSNGLITIQSNGSFEYMAYQAEDKLTISLKRPEDKN.PMKPKAPSAYTGKKISLDFQDIEVRRVLQLLA 296
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLA 282
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRREL 381
NTDB id 302839 DT536 RS06515 WP 058870416.1 DFTGINMVASDTVQGNITLRLKDVPWDQALDIIMKTKNLDKRRNGNVIWIAPVAELIKSEEDEAKAIAQNIKLAPIQTDY 376
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEY 362
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IQVNYAKAADIAKLFQSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDE 435
NTDB id 302839 DT536 RS06515 WP 058870416.1 IQLSYAKVEDIEKLMTQSKGSNNSNGV..................GNDNNDSLLSARGSVTSDKRTNTLILNDTSQNIDK 438
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQ 433
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANE..LARGTAPA............... 480
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANE..LARGTAPA............... 480
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKG..............NWSGYGKDGNIGIKDEDGMNCGP 501
NTDB id 302839 DT536 RS06515 WP 058870416.1 IRRMIDLLDVAVKQVMVEARIVTAQTDFSRELGIRWSAQKLGNS............PVWGG................... 487
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN............. 500
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKD............E 509
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKD............E 509
consensus *!*****!!**!*!!**!!!!! *** *****!**!** * * ** * ** * *

logo

I
T
A
TGSGCGYDKTFYPTTTNGVTVI SPEKLRQSE

P
P
R
D
R
S
N
F
P
L
D
F
NLVGDVLDAGLAVAVPLAKSTDGNTGTPAGTTPAASGGTSFVINAGI

F
A
G
F
L
L
A
I
K
S
L ILTM
N

D
S
N
D
Y
F
I
I
L
MLNDLQELTSAMLEQKSATEDGHNRYAGE I

L
V
L
V
I SAQSTPRKLVLVIMS

T
G
S
T
A
N
D
Q
K
E

Q
A
K
TAYVKVI ELA

NTDB id 1257 GCO85 RS04855 WP 163621000.1 .........NVVPLERRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIE 551
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .........NVVPLERRLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIE 551
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IAGSCTFPTTGTSKSPSPFVDLGA...KDA.TSGIGIGFI..TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKIL 575
NTDB id 302839 DT536 RS06515 WP 058870416.1 .....DF.......QPSFDLGVDL...ATGTAGTFNFGLLK.ISDYMLNLELTALQADGHGEVLSAPKVLTGDKQKAYIL 551
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ....GTYT...IERPDNLNVDLGV...TTTGASSIAFGLIS.LSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVA 569
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TTGGYKYT...IERPDNLNVDLGV...SNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVA 581
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TTGGYKYT...IERPDNLNVDLGV...SNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVA 581
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SGEEIPYQEATSSG...ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQ 627
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SGEEIPYQEATSSG...ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQ 627
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KGSEVPYQEASSSG...ATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGE 652
NTDB id 302839 DT536 RS06515 WP 058870416.1 RGDQIPYQTWSA...ETGTTTSFVDANLKLEVTPSITPDGRVQMSLKIEKDTVGA.LTSAG.YLINTNELETNVLVDDGE 626
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGE 648
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGE 660
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGE 660
consensus *! **!!!* * ** ******!**!*!*! !!!*!!!!******* * *!** *! ***********!!**!*

logo TI
V
I
V
I
LGGI

V
Y
F
D
S
K
E
D
N
Q
E
I
D
T
Q
K
T
Q
S
M
N
K
N
A
Q
V
S
Y
I
Q
V

E
N
T
R
K
I
VPFLFGEDI

LPYVLVGAIRLFKSRRKNNTRDAQTVVIKTSESLDRADKQNKTENQELLVI FLIVTPR IMIVTNNDQSATAIVL IVASAGIR I
T
N
G
T
H
R
I EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 TIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 302839 DT536 RS06515 WP 058870416.1 TVVLGGIFDDIKQNQYEKVPFFGDLPVVGALFKNNTKSSAQTELLIFVTPRIVNDSVSRNH.......... 687
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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