
logo MNKI
N
Y

K
Q
K
N
Q

L
I
L
M
T

W
L
L
S
Y

G
L
V

C
L
A
V
C
G
I

A
L
F
G
VLSVGCDSR IDAI

V
H
N
M
Q
Q
EMAENTIRNQPPLP I EPAPDIVFMPTPVPQSTFQNYSAASHQLRKNSPFLMPSSLAAELKIMS

AGKR
NTDB id 1013 ACIAD RS15180 WP 004923726.1 MNN.KILWLGLVILGLSGCDSRIDAIHQEMATIRNQPPLPIEPAPVFMPVPSFQYSASQLRNPFLPSSLAAELKIMSGKR 79
NTDB id 302838 DT536 RS06510 WP 058870417.1 MKYQNLMLSLCVGLFLVGCDSRIDAVNMQMAEIRNQPPLPIEPAPDFPPVPTFNYAAHQLKSPFMPSSLAAELKIMAGKR 80
NTDB id 1057 ABD1 RS15855 WP 000695065.1 MKIKQITLYVLACAVLVGCDSRIDAVNQEMANIRNQPPLPIEPAPIFTPVPQFNYAAHQLKSPFMPSSLAAELKIMAGKR 80
consensus !* **** *** * !*!!!!!!!!****!! !!!!!!!!!!!!!*! !!!*!*!*!*!!**!!*!!!!!!!!!!!*!!!

logo VYPNFLASRAPQKLPQPLESYAI
LEASLTNMKGSMHRGKNI

N
Q

R
N
A
GQIMLAL IQTPDGNQQE I ERVQRVGSNYI

L
MGLMNHQYGRVITIHNR I STAPTQIDL IMVE I IVPDGHRDEG

NTDB id 1013 ACIAD RS15180 WP 004923726.1 VYPNLARPKQPLESYALESLTMKGSMRKINAQIMALIQTPDNEIERVQVGNYIGLNYGRIIRITPTQIDLMEIVPDGHDG 159
NTDB id 302838 DT536 RS06510 WP 058870417.1 VYPNLSRQLQPLESYAIESLNMKGSMHGQNGQILALIQTPDGEIERVQRGSYLGMNHGRVINITATQIDLIEIIPDGREG 160
NTDB id 1057 ABD1 RS15855 WP 000695065.1 VYPNFSRAPQPLESYALEALNMKGSMRNNRGQILALIQTPDQQIERVQVGNYMGMNQGRITHISPTQIDLVEIVPDGREG 160
consensus !!!!**! !!!!!!!*!*!*!!!!!* ***!!*!!!!!!!**!!!!!*!*!*!*! !!** !**!!!!!*!!*!!!**!

logo YI
VERPRTSLVL IGPKAP

NTDB id 1013 ACIAD RS15180 WP 004923726.1 YIERPRSLVLIGPKP 174
NTDB id 302838 DT536 RS06510 WP 058870417.1 YVERPRSLVLIGPAP 175
NTDB id 1057 ABD1 RS15855 WP 000695065.1 YVERPRTLVLIGPAP 175
consensus !*!!!!*!!!!!!*!
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