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NTDB id 302812 DT536 RS00115 WP 058869162.1 MKEILKHLVETTTLPEDSYLDQDAEILEIFVEEIEEIFVELDPLFEKWYAEPTHQETLLSIRRHFHTLKGSGRMVGAKSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSE.NIATLTEIRRHFHTLKGSGRMIGAKSS 79
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 SHTLMA.ETVTGLELDYIEQDSLAEPIIQA..THTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRAL 236
consensus !**! ** !!!!!! !! *** !** * ** !*!!! *!*!!!!*!!!!!*!!! * * !!*!!!!!

logo HTLRGSSASMAQI
VEHTI

VFENASSTKVEHNLFKI
TLLVQEE I

L
S
VSHTSEKE I LSLLQTEQYAREFVRDSYLEHLVLGSRGYSSTNSEQLDEAVI

R
L
Y
A
L
Q
TFNTQTASWDAN

NTDB id 302812 DT536 RS00115 WP 058869162.1 HTLRGSSSMAQIEHVFNASSKVENLFKTLVQEEIVSTSKEISLLTQYAEFVRDYLHVLGRG.TNEQLDVIYATFTTAWDN 319
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDA 316
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NTDB id 302812 DT536 RS00115 WP 058869162.1 YGFSIEDVADELN.PQGMVSKLIELNIDLLLDAEFEFDQRAKVEYPDYIQHLGEQAKQLLEFTNNRAAQGIHDFTFELYA 398
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YVEQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKE 396
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 SYEVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIY 476
consensus ! !!*!! !!* !! *!** !!! !*!!! !!!!!!! * ** *! !! * ! ******** *******

logo

N
VI EPEVAPEAVI

V
A
V
S
T
R
V
E
N
N
T
F
L
Q
S
D
PSALDLWAQVI

L
G
SQQS IVAQQSDHRQYI

K
Q
SSNTQTAVNRTNFDADDLLDI FLEEAEELLEMGI

MDQTDLNI
TWSVGKENGQENDNFTAAL

NTDB id 302812 DT536 RS00115 WP 058869162.1 VIEPVAEAIVSRNTLQPSLDLAQISQQIASDHQYKQSNTANTNFDDDLLDIFLEEAEELLMGMDQDLNTWSKNGNDTAAL 546
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NIEPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAAL 556
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NTDB id 302812 DT536 RS00115 WP 058869162.1 NNLMRYLHTLKGGANMISAPFIGSIAHELESIYERVIRQQIATTPQLISIIRLVQDDVADRIQVIRTDKVDYPATATINV 626
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NNLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINA 636
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NTDB id 302812 DT536 RS00115 WP 058869162.1 LHNIQSLVEGTTVTTTVSEPLVEAFVAAVEEPLSNID..RTIEVEAAAVESATAIEEPSV.VDNTDVTVVEQLDTPSL.. 701
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LKRAGQNS......NFQPLPVVEAFDAESEV.FSEQKVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMI 709
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 QLENAFEQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFI 869
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 QGDGTEPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRME 949
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NTDB id 302812 DT536 RS00115 WP 058869162.1 GELESQIIAKHGSENSRYADFDPLEMDQYSSLNQLSKSLAESASDLVDFKSTLAEKIRDAEGLLLQQSRIQAEIQESLMR 1019
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GELETQIIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMR 1029
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NTDB id 302812 DT536 RS00115 WP 058869162.1 TRLVPFSRMLPRLQRIVRQTASTLNRPTELVVHNTEGELDRTILERLVTPFEHMLRNAIDHGIEDTEQRSAAKKSATGQI 1099
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRI 1109
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NTDB id 302812 DT536 RS00115 WP 058869162.1 ELNISRQGTDVIVSFKDDGKGIDESTIKAKALNLGLIKADQVLDKQEILQFIFHPGFSTAKEVTQISGRGVGLDVVQSEI 1179
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELNIQRQGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDI 1189
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NTDB id 302812 DT536 RS00115 WP 058869162.1 KALGGHVTVESEIGFGTTFIIRVPTTVAVSDALMVKAGDQQYAIPLAQIDRIVRIAPTALDQYFHSKDDQFKIDGVSYKL 1259
NTDB id 1046 H0N27 RS03130 WP 168726941.1 KSLGGHVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPL 1269
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NTDB id 302812 DT536 RS00115 WP 058869162.1 RYLSEFLSNQPIPRLSNIGHSLPVLLIKGNSGQTIALLVDQLIGSRAQIVVKPVGQQFASIGAIAGATILGDGHVCLILD 1339
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RYLSEFVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILD 1349
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NTDB id 302812 DT536 RS00115 WP 058869162.1 GQNIARQILSTKRVTHAADHRDFGRHQDTRRLVMIVDDSVTVRKVTSRLLERQGFDIVTAKDGVDAMEQLESVKPDLMLL 1419
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GQNIARQIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLL 1429
consensus !!!!!!!! !! !* * ** !* ! !!!*!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!*!!!! *!!!!!!!

logo DI EMPRMDGFEVLTNLVRHHDE I
MHQNYLMPI IMITSRTGEKHRERAFSLGVSTHQYMGKPFQEAEELLAENIDQAQLLAVAEFKEQGSEVKS

NTDB id 302812 DT536 RS00115 WP 058869162.1 DIEMPRMDGFEVTNLVRHHEIHQNLPIIMITSRTGEKHRERAFSLGVTHYMGKPFQEAELLANIQQLLAEKQG.... 1492
NTDB id 1046 H0N27 RS03130 WP 168726941.1 DIEMPRMDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
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