
logo

MTTQGVCPDCQRWQQLYPGEQFTNRALLTYNEPMQLQYFQRYKGQGDYQRLRHLLVFEQRDL IRETNRFPVKQPRNQTVATYI
VP I

VPSTDEPQTHLQQ
NTDB id 302784 DT351 RS08230 WP 162875352.1 MTTQGVCPDCQRWQQLYPGEQFTNRALLTYNEPMQQYFQRYKGQGDYRLRHVFQRLIRENFPVQRQTAYIPVPTDPTHLQ 80
NTDB id 616 LCA RS09740 WP 148664867.1 .................................MQLYFQRYKGQGDYQLRLLFERDIRTRFPVKPNVTYVPIPSDEQHQQ 47
consensus *********************************!! !!!!!!!!!!! !!**! ! !! !!! ** !*!*!*!* ! !

logo

E
SRGFNPVQVGLFYEDTCFPLTPSLLKQKLRPTEKGQAQKNRAERLASTPQFFEKCLAIPQNQVEPLPSSYKPVQQS IL I ILLDDIYTTGRTLVWHAQQCL

NTDB id 302784 DT351 RS08230 WP 162875352.1 SRGFNPVVGLYEDCFPLTPLLQKLPTEKGQAQKNRAERLATPQFFKCAQNVPLSSKVQQLILLDDIYTTGRTLWHAQQCL 160
NTDB id 616 LCA RS09740 WP 148664867.1 ERGFNPVQGLFETCFPLTSLLKKRPTEKGQAQKNRAERLASPQFFELIPQ.ELPYKPQSIIILDDIYTTGRTVWHAQQCL 126
consensus !!!!!! !!*! !!!!!*!! ! !!!!!!!!!!!!!!!!*!!!! * ****!* !*! *!*!!!!!!!!!!*!!!!!!!

logo RAKNRYPQQTALPTIHNAITLAVHR
NTDB id 302784 DT351 RS08230 WP 162875352.1 RKRYQTLPIHAITLVH 176
NTDB id 616 LCA RS09740 WP 148664867.1 RANYPQATINAITLAR 142
consensus ! !* *!*!!!! *

X non conserved
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X ≥ 50% conserved


