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NTDB id 302764 DT351 RS01055 WP 081394487.1 MTRLLIYFLTFVIGACCASFLTVCAWRWPLGLSITWPGSRCDFCHHALAWYDLCPIISYLILRGHCRYCDTRIQHHFFTS 80
NTDB id 623 LCA RS08810 WP 011375453.1 ...MLLYLIIFYSGACCASFLTVCAWRLPIEKSIITPRSHCDCCQQSLAWHDLLPLFSYLYLRGHCRTCHAQIKPTFLFS 77
consensus ****!*! * ! !!!!!!!!!!!!!! !* !! ! !*!!*!** !!!*!!*!* !!! !!!!!! !* ! *! !

logo ELVIGGLLACCF ILAFSEQSYFLSTPWDQI
L
A
GYLLLVI LFYLYI

LSLVDI
LFHYTYAI LYP I

VPLMF
V
A
L
A
S
F
L
M
VPLF IYDLYWPQTNHWLGSAI

L
L
V
F
I
C
GCGTLLSLVI

T
N
TYFWASDS

NTDB id 302764 DT351 RS01055 WP 081394487.1 EVIGGLLACCLASQYFTPQIGYLLLILYLLSLVDIFHTALYPVPMVLAFMPLFIDYWPTNHWLSALLIGCTLSVINYFSD 160
NTDB id 623 LCA RS08810 WP 011375453.1 ELIGGLLACFIFSESLSWDLAYLLVILFYISLVDLFYYILYPIPLFASLVPLFYLYWPQNHWLGAIVFCCGLLLTTYWAS 157
consensus !*!!!!!!!** ! ** **!!!*!!* *!!!!*!* !!!*!* *!!! !!! !!!! !** *! ! * !*
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NTDB id 302764 DT351 RS01055 WP 081394487.1 GIGTGDIELLAILGLWFGLEVTLSMLLIACLLCLIKYLIDSLRHPVVLALVGHRPIPFVPYISYGVLIVLFIVNT 235
NTDB id 623 LCA RS08810 WP 011375453.1 GFGFGDVELLTILTLWVGLESVLRILLAACLICILFQGIKKI...WPSPKQATRQIPFIPYISMGVVIILLQTPQ 229
consensus ! ! !!*!!! !! !! !!! ! *!! !!!*!** ! **** * * **!*!!!*!!!! !!*!*! *
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