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NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 MPPSTTDYSKEYAEAQKAYYQNNLPEAEAIANRLLKDYPDDPHLLLLSGHISLGLQDLGRASAFYHRVLDVTNQRDYHEY 80
NTDB id 1418 SGL RS04210 WP 010871656.1 .MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDC 79
consensus **** ! *! !* ! !! ! ! *!! * ! !*!*!!**!!! !!! *!! * !* !* !* * ! ***
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NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 ARQGLTQVNAYSDQVNGHRETSGGQPTLTQPEDYPVAAEYNSPENFVTAAGEQSISADDYSEQWAEPELPLRNFPEDEET 160
NTDB id 1418 SGL RS04210 WP 010871656.1 ANQALGQIQEEEPRGNGAKDS......LDQ..DW.................QSDIDAIDNSMAWETGVFTEEDFGE.... 130
consensus ! !*! !** * !!**********! !**!****************** ! ! ! ! ! * * !*!****
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NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 FLVPHPGD..RSPEPGLNQSLNDPFFEAEAGEFIEFNEDELVEFDSAAGLEEDGDFLGSEDTSPFDLDWSPTHENGRISA 238
NTDB id 1418 SGL RS04210 WP 010871656.1 ...PTLGRAPSPTNPGMD....HPFGRSSA.SF...G..................TSGARSYEIENLDWSPEAFTDDLDS 181
consensus ***!**! ** ** !!* *****!! !* !*** ****************** ! * !!!!! * *
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NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 DQDHFDAVDTAPLGFESESPTWLENPPLADADALTFDEPA............HPSFAPDSLSPDEAADFDDEISLGSLGA 306
NTDB id 1418 SGL RS04210 WP 010871656.1 DDEQTMMPQT.......GESTFVVPPAFGE.GIADFADLAADVSSAGIGGTDGAEYPPY..QTWDGGDWSEALGLD..DP 249
consensus ! ** * !******* *!** *!* *** ! **!************** **! ** * ***!* * * ! ** *

logo EALFLADEQAEPETAPPTSGPDKQYDGAEGGNFNLEPESFDGAI FLENEGQDVELDDEFLGSDFLGNSDI
L
L
TDDIADPQEKLMPDSTGSLFESAQAPLTENLTDP I

T
G
T
AS
VGERFNFIDDFTPQEGGDTVV

NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 ELFDEEPEAP.PKQDEGGFLEEFGILNEQDLDDFGDLGSDILDDDQKMPDTGLFEAPLETPTT.SGEFNFDDFPE..... 379
NTDB id 1418 SGL RS04210 WP 010871656.1 EALAQAPTPTSGDYGAGNNLPSFDAFEEGVEDELSDFN..LTDIAPELPDSSLFSQATNLDIGAVGR..IDDTQGGDTVV 325
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NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 ELGLTEDDSLFITLGED.SLSGGLGTDFTVSDKPQEIVAENPKGYLAWFENVPLQKKQLFTATGAAAASVIATLIVTVSV 458
NTDB id 1418 SGL RS04210 WP 010871656.1 HGGNAAPPGMATWLKPDGAATGDLSSA..TSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIV 403
consensus * ! ** * ! *!* *! ! * ** !* * * ! * !*!*!! ! *! *!!** ! * * ! ! !** !
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NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 .FQTT....................PAEQRPQTLWPVAKT...GLL.TSLLAGAASFGTTLFFGKLTTRQIKRSTDNLQN 513
NTDB id 1418 SGL RS04210 WP 010871656.1 GLGGTPKDVPAPSGETTTEAPAEGAPAEGQAPSQTPEEEPGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQN 483
consensus * !********************!!! *** ! **** !!* ! * !* *! !!! ! !!!
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NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 QFDAVSQGNLNVKATVFAEDEFGALATGFNKMARVILNTTSEAQRRAEETEQSKEDLQRQVIRLLDDVEGAARGDFTVQA 593
NTDB id 1418 SGL RS04210 WP 010871656.1 QFESIYEGNFNVRAKVRSEDELGALTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQA 563
consensus !!* * !! !!*! ! !!! !!! !! * !!! !!!!! !! !! *! !!!!!!!!!!!!!!! !!! !!!!

logo EVTADEVLGAVADAFNLTIQNLRE IVLQQVKNQAAKRQVNKNNACAKDSESFARGNLNSSDALRMQAEELAVTLNSVQLMMTDES I EQRVAEN
NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 EVTADVLGAVADAFNLTIQNLREIVQQVKQAARQVNKNAADSESFARGLSSDALRQAEELAVTLNSVQMMTDSIQRVAEN 673
NTDB id 1418 SGL RS04210 WP 010871656.1 EVTADELGAVADAFNLTIQNLREIVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAEN 643
consensus !!!!! !!!!!!!!!!!!!!!!!!! !!!*!!*!!! !* !!!!!!! !!!!!! !!!!!!!!!!!!*!!*!! !!!!!

logo AREAEEVAHRTASSLSTALKGGEASVEHRTVAGGI LQIRETVASETARKVKRLAEASSQE I SKIVAVI
VSQIASRTNLLALNAS I EQAAR

NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 AREAEEVARTASSTALKGGESVEHTVAGILQIRETVAETARKVKRLAESSQEISKIVAVVSQIASRTNLLALNASIEAAR 753
NTDB id 1418 SGL RS04210 WP 010871656.1 AREAEEVAHTSSLTALKGGEAVERTVGGILQIRETVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAAR 723
consensus !!!!!!!!*! ! !!!!!!! !!*!!*!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!! !!!

logo AGEASGKRGFAIVADEVRQLADRSAKASLKE I EQIVLQIQSETGSSVMTAMEEGI
TQQVIDGVTDKKRASEQASKQRASLEDI I EQVSNR IDNAT

NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 AGESGKGFAIVADEVRQLADRSAKALKEIEQIVLQIQSETSSVMTAMEEGTQQVIDGTKRAEQAKQSLEDIIQVSNRIDA 833
NTDB id 1418 SGL RS04210 WP 010871656.1 AGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINT 803
consensus !!! !*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!! !!!!! ! * !! ! !!!!! !!!!!

logo LVRS ITADTVEKQQRENSGRAVASNQVMQS IVELTAQETSQRESQRVAGSLQKTLVGS IASRDLLATSVERFR I
VESRTDEA

NTDB id 30257 SYNPCC7002 RS17065 WP 012306991.1 LVRSITADTVEQRENSRAVAQVMQSVELTAQETSRESQRVAGSLQKLVGIARDLLASVERFRIESTDEA 902
NTDB id 1418 SGL RS04210 WP 010871656.1 LVRSITADTVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVERFRVESR... 869
consensus !!!!!!!!!! ! !!! !! *!!!!*!!!!!!!! !!!!!!!!!! !! ! !!!! !!!!!!*!! ***
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