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NTDB id 30256 SYNPCC7002 RS09500 WP 012307508.1 ......MVNPAARRPFFAFWGLLA...........VGLLGCQGGRGRSPQDESIQVYFNQRQGRHISYTEPYRQLKRPGD 63
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQGD 80
consensus ****** ! * *! ! !*!************!! * * * * !! ! !!!!!! **** * *! ! !!*!!
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NTDB id 30256 SYNPCC7002 RS09500 WP 012307508.1 NLEAVLIEGINSAQNTIDIAIQELNLPLVAEVLADQAAAGITIRVIVENNYRQPWAEPDSAEILELDERDQGKYQEFVAL 143
NTDB id 1416 SGL RS14595 WP 010873643.1 NFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVE......TEKDPFRYRGPLAY 154
consensus ! ! ***! ! !! !!!*!*!!! !! *! ! * !* *!***!! ! !* !* ****** !*!* *! **!
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NTDB id 30256 SYNPCC7002 RS09500 WP 012307508.1 ADENQDGFLDAAETAKYDAIAILERAKIPILDDTADGSKGSGLMHHKFMVVDGETVITGSANWTLSGIHGDFANPETRGN 223
NTDB id 1416 SGL RS14595 WP 010873643.1 LDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRGN 234
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logo

A
VNHNLLMRVI

VQDSAPAI
VAHQLVFTAEEFENELLMWGTDGGPGAEKDHSKLFGI

V
N
QKLPQSERPAPKQTVFLKSVGENSTRTI

VTVKQFSPDFRSRSAS IQPFWEPNTSNGL IAGQSTYL
NTDB id 30256 SYNPCC7002 RS09500 WP 012307508.1 VNHLMRIQDAAIAQVFTAEFEEMWTG.......HKFGVQKLQEPPQTFSVGNSRITVQFSPFSSSQPWENTSNGLIGSTL 296
NTDB id 1416 SGL RS14595 WP 010873643.1 ANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQYL 314
consensus !*!* *! *!*!**!! !! *! ******** !!**!* !* !! * *!! !!! !**!!!!!!!* !

logo

A
NQAQEQKS IQSLALFVFSEQAKI

L
A
SNI

V
I
L
E
N
K
Q
E
R
A
FQAGTAE I

V
K
RAL IDPRGSFAFREYYSDEGLDLLGVNTLKLEDKCDLEQPFGNRSPWALNP I

T
E
Q
F
TVGTP

NTDB id 30256 SYNPCC7002 RS09500 WP 012307508.1 AQAQESISLALFVFSEQKIANILEKEAQAGTAIRALIDPSFAFREYSDGLDLLGVNLKEKCD..PFNRPWANPIQTVGTP 374
NTDB id 1416 SGL RS14595 WP 010873643.1 NQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALPTEFVGTP 394
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NTDB id 30256 SYNPCC7002 RS09500 WP 012307508.1 KLPKGDKFHHKFAVIDGKTVITGSHNWSAAANNQNDETLLIIQNEAIAQQFQAEFDQFYTMAYLGIPPFIASKQKPMPAD 454
NTDB id 1416 SGL RS14595 WP 010873643.1 ALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDRQEQE 474
consensus !!*!!! !!!!!**! !!!!!!!!!!*!!!**!!!!*!**!! !! **! ! ! ! * !*!! * * * * *

logo CANPRPSPKPLATKVAATPTNGRLPVNLNRTAGSAQEI ELESTLPGIGPSLTAEQGKI I ESGTREQKAPFYSTGSLETDLGQRVKSGIGEPKSKAIAEDGLARGKVTW
NTDB id 30256 SYNPCC7002 RS09500 WP 012307508.1 C..........TVAATNGPVNLNTASAIELETLPGIGPSLAQGIIEGR...PYSGLTDLQRVSGIGEKKAADLAGKVTW 520
NTDB id 1416 SGL RS14595 WP 010873643.1 CANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW 553
consensus !********** ! *! *!!!! *! !!!*!!!!!!! ! !! !****** ! !! !! !!!* ! ! !!!!!
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