
logo MF
L
INNQRVMVLVGRLTRKDVPEDLRYTAPSASNGTAGAVGAHTVFSTMLAVNRNQSTFKTNAQNSGDNE I

READYFVINCTVLTIWRRKQTSAETNFLTVALNFYACLTQRKKGTSLALVGVSTDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 302533 EGCR1 RS12495 WP 010782258.1 MINNVVLVGRLTKDPDLRYTANGTGVATFTLAVNRNFTNQSGNREADFINCVIWRKSAETLANYARKGTLLGVTGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!*!*!!!!!!*!**!!!!**!**!*****!!!! !*! *!**!!!**!!**!!**!!**!** *!!*!*!!*!!*!!!

logo

S
NYENEQEQGVQNRVFYVTEVLQVVADESTNFVRSQFLMLDEPSKRPTNAGRTEGSTGKEASQAGRDSQQGDGNGPYANSNSQSNDEGNFNQSGGGSNQYNFGNGNSGNNQNSYDNGQSQSDQNSGPFGTGSNPQNQSANTGKQRNARTMNPAPQADGFNDNSFRTDNQADS

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYN...EGNSGGGQYFGGGQN....DNPFGGNQNNQRRNQGNSFND 153
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
NTDB id 302533 EGCR1 RS12495 WP 010782258.1 NYENQQGQRVYVTEVVAENFQLLESRNASEQRQQNPSNSNDNFQGGSNNFNNNNYDQSSQ.......SAKNTMPDFDRDS 153
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ.........NFNSNQSNGSQQSGFTSPQQTGNAPAANNTQA 151
consensus *!!!**!**!*!!!!**** * ************ * ** **** ** * * * ** * ** *

logo DPFANDNSGKQSAPS IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 DPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................... 113
NTDB id 302533 EGCR1 RS12495 WP 010782258.1 DPF..SGSSIDISDDDLPF 170
NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNGQAIDISDDDLPF 170
consensus ***** * **********
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