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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 MSNN..SHNEAHNYQDSE.FEDELLELFEDLDAETSAPPATDFPKEPATDFPKEIDPKVSFISFANNFEEL...LAFEEV 74
NTDB id 1419 SGL RS12550 WP 010873252.1 MTSDPNPAQAFENWFEEEEGDDAFTSLIAGE......................ETNSGIEELDFGDLFEGEPTVIQGEGF 58
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 TSPQSQ..TPQQASSQNEADLEADLEALLQDTDPNQ....PSETETYA.....TESEPYFP................... 124
NTDB id 1419 SGL RS12550 WP 010873252.1 GSPSSGEEDPPVRMTLDFNSPEAELDALFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDND 138
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 ...LE.....DPVSPPLKRP....KAISSKISPVTNGQITYYPALEDLGQYLEVSPSSSANSVDWQALTQLIEQT.PSAP 191
NTDB id 1419 SGL RS12550 WP 010873252.1 LAELQDLLGVGDVEPAITNPGLHSFAGADRVTPLTNE.VLLFAAIDDLDGLINAPVL..DEEFSFTELETLIDTPAPKSF 215
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 SPSPSPKKRPQIAISKQTDFGELEALLQQADTMGGPPITTTSGP.STNRQRSQKVNSFEQTMRIPVKQLDNLSNLMGELV 270
NTDB id 1419 SGL RS12550 WP 010873252.1 ATISHPFRLPVAMEEDEDEFKDLEALLEQADSSLGGGIAGMGGARLPARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELV 295
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 VNRNTLEQSQEKLRQFLDNLTGQVQRLNDIGSQMQDLYERSLLERSLLASRGQSSEYHFPPGF....TDKADAPGRHRSQ 346
NTDB id 1419 SGL RS12550 WP 010873252.1 VKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDARITASSSSTMNDQ 375
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 EYDPLEMDQFTGFHLLSQEMIELIVRVRESSSDIEFLVDDNEQVARNLRQVSTQLQEGLTKSRMIPFAQAADRLVRPVRE 426
NTDB id 1419 SGL RS12550 WP 010873252.1 PLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPRAIRE 455
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 ISLKLNKRASLNVEGREVLIDKMILEQLYDPLTHLINNAITHGIESPEVRLSKGKPAAGVVSLKAYIQGNQIVIAIADDG 506
NTDB id 1419 SGL RS12550 WP 010873252.1 VSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPAERQKLGKSPEGHLAVRAFLQGNQTLITVSDDG 535
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 AGMDSEALVHKALEKNLITPDQLSDLSQQDIYDFIFHPGFTTKAQADDFSGRGVGMDVVRTALGSIRGTITIDSALGKGT 586
NTDB id 1419 SGL RS12550 WP 010873252.1 AGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSLIDIRGAINIESTVGKGT 615
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 TFTIRLPLTLNICRALFCLNRHARIALPMDGVEDMQTYTLDQVE.QEGRRRYIRWRD..SRLRVYPLSNLLTLQRQIGRG 663
NTDB id 1419 SGL RS12550 WP 010873252.1 TFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLPLYPLKDLLNYNRQLSRG 695
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 SIYGGVGDPDQIPVVILR.SAGNLLAIQVDQVLGEQEIVIKQIEGPIPKPAAIAGATVLGDGTVMPVVDVLELIELAAQG 742
NTDB id 1419 SGL RS12550 WP 010873252.1 SVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEEEIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADVLELIEIAQ.G 774
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 RVRA..KATTWQDNPALHLLVPEMVQREPIVLIVDDSITVRELLSMSFTKAGYRVEQARDGQEAWEKLRGGLPCELVFCD 820
NTDB id 1419 SGL RS12550 WP 010873252.1 RLRTDSSGGLWRKTLTP...TVNEVHMDPTVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFCD 851
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 IEMPRMDGLELLSRIQKDPNLEKIPVAMLTSRGADRHRQMAAELGASAYFTKPYLEEVLLDAAQKMRQGDVLLPGSTKQP 900
NTDB id 1419 SGL RS12550 WP 010873252.1 IEMPRKNGLELLSELQADEELSSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKT 931
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 TVS..EPGDGMGDFEPLDD....ASVKITAPRILIVDDSVTVRELLAITFQKAGYHVERARDGEEALEQLLENPDFSLVF 974
NTDB id 1419 SGL RS12550 WP 010873252.1 NSILSRFKKARGNFSEEAPTIVRSNPGTLRSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLIL 1011
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 CDIEMPRLDGLALLEEIQQYPELAHIPIAMLTSRGAGRHRKIAADRGAKAYFTKPYVEDHLLEAAARLMAGEILLDENGK 1054
NTDB id 1419 SGL RS12550 WP 010873252.1 CDIEMPRMNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLLDLAAL 1091
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NTDB id 30253 SYNPCC7002 RS08205 WP 012307252.1 VVA. 1057
NTDB id 1419 SGL RS12550 WP 010873252.1 SADE 1095
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