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NTDB id 30247 SYNPCC7002 RS04885 WP 012306605.1 MAKAKTVYVCRECGAEARQWLGKCPDCGVYGSLQEEIREKESSTGVSRTWHHKPKTTRKAASPVSRTAVKFTDIDTRQRM 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAA.FSHSVQT........VQKPSPITSIETSEEP 71
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS.LTGE...........KTKPMKLAEVTSINVN 68
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS.LTGE...........KTKPMKLAEVTSINVN 68
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS.LTGE...........KTKPMKLAEVTSINVN 68
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS.LTGE...........KTKPMKLAEVTSINVN 68
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS.LTGE...........KTKPMKLAEVTSINVN 68
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS.LTGE...........KTKPMKLAEVTSINVN 68
consensus !!!*!****!**!!*******!*!!*!!******!!************ **** ****************
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NTDB id 30247 SYNPCC7002 RS04885 WP 012306605.1 RFGSGFGELDRVLGGGLVPGSLVLIGGDPGIGKSTLLLQVAYQLSTSLPRILYVSAEESGQQIKLRGDRLRDADHPPEEN 160
NTDB id 125 BSU 00870 NP 387968.1 RVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN....PS 147
NTDB id 279 KZH43 RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID....SE 143
NTDB id 238 SPD RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID....SE 143
NTDB id 204 SPR RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID....SE 143
NTDB id 169 SP RS00155 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID....SE 143
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID....SE 143
NTDB id 509 SM12261 RS00130 WP 078228442.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID....SE 143
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LAGP
NTDB id 30247 SYNPCC7002 RS04885 WP 012306605.1 LYVLTETGLETILAELETLRPQVAVIDSIQTLYYSALGSAPGSVSQVRECTSALMQVAKRENITLFIVGHVTKEGAIAGP 240
NTDB id 125 BSU 00870 NP 387968.1 LHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGP 227
NTDB id 279 KZH43 RS00140 WP 074017595.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 238 SPD RS00140 WP 074017595.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 204 SPR RS00140 WP 074017595.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 169 SP RS00155 WP 074017595.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 509 SM12261 RS00130 WP 078228442.1 FYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
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NTDB id 30247 SYNPCC7002 RS04885 WP 012306605.1 RVLEHLVDTVLYFEGDRYASHRLLRSVKNRFGATHEVGIFEMGEQGLEEVLNPSELFLGNREEATPGTATVVACEGTRPL 320
NTDB id 125 BSU 00870 NP 387968.1 RLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPI 307
NTDB id 279 KZH43 RS00140 WP 074017595.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 238 SPD RS00140 WP 074017595.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 204 SPR RS00140 WP 074017595.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 169 SP RS00155 WP 074017595.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 509 SM12261 RS00130 WP 078228442.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
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NTDB id 30247 SYNPCC7002 RS04885 WP 012306605.1 LVELQALVSPTSYSSPRRSTTGVDYSRLQQILAVLEKRVGIPLSKLDAYVASAGGLTVSEPAVDLGIAISLVASFRDRLV 400
NTDB id 125 BSU 00870 NP 387968.1 LVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPP 387
NTDB id 279 KZH43 RS00140 WP 074017595.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 238 SPD RS00140 WP 074017595.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 204 SPR RS00140 WP 074017595.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 169 SP RS00155 WP 074017595.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 509 SM12261 RS00130 WP 078228442.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
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NTDB id 30247 SYNPCC7002 RS04885 WP 012306605.1 SPQTVLIGEVGLGGQIRPVSHLETRLKEAMKLGFTRAIVPKGQK....LPDGLDLDIIPVARVLDAIVAALPADGKE 473
NTDB id 125 BSU 00870 NP 387968.1 NPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGI..EVIGVANVAEALRTSLGG.... 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEI..QVIGVTTIQEVLKKVFA..... 453
NTDB id 238 SPD RS00140 WP 074017595.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEI..QVIGVTTIQEVLKKVFA..... 453
NTDB id 204 SPR RS00140 WP 074017595.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEI..QVIGVTTIQEVLKKVFA..... 453
NTDB id 169 SP RS00155 WP 074017595.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEI..QVIGVTTIQEVLKKVFA..... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEI..QVIGVTTIQEVLKKVFA..... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEI..QVIGVTTIQEVLKKVFA..... 453
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