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NTDB id 30243 SYNPCC7002 RS02480 WP 012306132.1 MLDFFKNIFKPKRKGIGIEISTERLNIVQLKKQGQVYKLATYITEPVPEGIFEEGKIVDVPALAELIQNTLSANNISAKQ 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! *! *! !*!*!!**!!*!* !! !!! !!! * * **!!!!!!!!!!!! !!!!!*!! !! ! ! !!

logo VATATAVPMREAI IRLMI
LP I

VPAELDDEANELRDMVLNHEAASLYLPYPREEVDLDYQKLGFLFEQDEDGI EKVQVLLVATRREVTDASY
NTDB id 30243 SYNPCC7002 RS02480 WP 012306132.1 VTAAVPMREAIIRLIPIPAELDDAELRDMVLNHEASLYLPYPREEVDLDYQKLGFFQDEDGIEKVQVLLVATRREVTDAY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus ! !!!!!!!!!!**!*!!!!!* !!!!!!!!!!! !!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!! !
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NTDB id 30243 SYNPCC7002 RS02480 WP 012306132.1 VETIVQAGLEINILEINSFALLRTIREQLRQFSSQEAVVLVDIEFDCTEIAIVVDGVPQFSRTVPIGASQLQNALSRAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus **! !!!! * *!!!!!!!!*!!!!!!!!!! ! !! !!!!!!!!*!!!!!*!!!!!!!!!!!!!! !*!!!!!!!!!
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NTDB id 30243 SYNPCC7002 RS02480 WP 012306132.1 LPAPRDIELLQGMTIPNTPMEGARTGATGINPGMAALLRVLGELTDELRRSIDFYLNQSGELEVAQLMLAGPGGGISQLD 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!**! *!*!!!!!!! !* * ! *!**!!!! !!*!!*!!!!!!!!!!! !!!!!! !!!* !!*!!!!!!!* !!!
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NTDB id 30243 SYNPCC7002 RS02480 WP 012306132.1 EFFTQRLSIPTIQIDPFEALSIDVDEEISKVQRPSLGTALGLGLREA 367
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus !*!!!!!!!!!* !!!!!!! !! ! ! * !!!!*! !!!!*!!!
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