
logo

MI
MAKELFKERSKRRFNTATRCAKYSRYVFNDHF I LVLLFLLGFVLVQYSQLLKRHFPKNPWAI I LGLLVLCLLLPFWGNIATYLE

NTDB id 474 HSISS4 RS07765 WP 418080400.1 .MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLE 79
NTDB id 302378 DR994 RS07670 WP 173940629.1 MIAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLE 80
NTDB id 482 STER RS07725 WP 011681529.1 .MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLE 79
consensus *!*!!!!!!*!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PADKHYLLVKEEEVLDHVIKKATGCRAFRFWVI
L
V
IQTL I F I LV I

VPLFLALGLPVWRGVI
VL IVAVAMAI LKCYF I FQKKAQPFYKQS

NTDB id 474 HSISS4 RS07765 WP 418080400.1 PADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQS 159
NTDB id 302378 DR994 RS07670 WP 173940629.1 PADKHYLLVKEEEVLDHIKKATGCAFRFWVLIQTLIFILVVPLFLALGLPVWRVVLVAVAMAILKYFIFQKKAQPFYKQS 160
NTDB id 482 STER RS07725 WP 011681529.1 PADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQS 159
consensus !!!!!!!!!!!!!!!!!*!!!!!*!!!!!!**!!!!!!!!*!!!!!!!!!!!*!*!*!!!!!!!!*!!!!!!!!!!!!!!

logo GLNWTKDAIAGAENKRQQS I LKFFSLFTNVKGITSSVKRRAGYLDGI LKRTKKDKEKCHYTWYNLYLRAFLRSGDYVFALSLRLFAL
NTDB id 474 HSISS4 RS07765 WP 418080400.1 GLNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFAL 239
NTDB id 302378 DR994 RS07670 WP 173940629.1 GLNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKCTWYNLYLRAFLRSGDYFALSLRLFAL 240
NTDB id 482 STER RS07725 WP 011681529.1 GLNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFAL 239
consensus !!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!*!!!!!!!!!

logo TLLVI FLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVIGKDMQVNSNLKRL ITNQIVLVLMTLVIQAI
LCLFDLKF

NTDB id 474 HSISS4 RS07765 WP 418080400.1 TLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLITQIVLVLTLVQAICLFDLKF 319
NTDB id 302378 DR994 RS07670 WP 173940629.1 TLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVNNLKRLINQIVLVMTLIQALCLFDLKF 320
NTDB id 482 STER RS07725 WP 011681529.1 TLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLINQIVLVMTLIQALCLFDLKF 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!*!!!!!*!!*!!*!!!!!!!

logo SL I L IVG I
VMLVLSLVYLPAKLKKMID

NTDB id 474 HSISS4 RS07765 WP 418080400.1 SLILVGIMLVLSLVYLPAKLKKMID 344
NTDB id 302378 DR994 RS07670 WP 173940629.1 SLILVGVMLVLSLVYLPAKLKKMI. 344
NTDB id 482 STER RS07725 WP 011681529.1 SLILIGVMLVLSLVYLPAKLKKMID 344
consensus !!!!*!*!!!!!!!!!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


