logo

NTDB
NTDB
NTDB
NTDB

id 475 HSISS4 RS07005 WP 021143809.1

id 302339 DR994 RS00800 WP 173940313.

id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 475 HSISS4 RS07005 WP 021143809.1

id 302339 DR994 RS00800 WP 173940313.

id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 475 HSISS4 RS07005 WP 021143809.1

id 302339 DR994 RS00800 WP 173940313.

id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 475 HSISS4 RS07005 WP 021143809.1

id 302339 DR994 RS00800 WP 173940313.

id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 475 HSISS4 RS07005 WP 021143809.1

id 302339 DR994 RS00800 WP 173940313.

id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 475 HSISS4 RS07005 WP 021143809.1

id 302339 DR994 RS00800 WP 173940313.

id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

A0 LTV Y TN

O TTIAL RV

BGVALLG GVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA

MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA
MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA

) AT LA

Q
EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK
EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK
EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK

AL IRKTYSL DA AR 4610 T3 L FLUGUARS EW s A

1) YA

NV[EFDIIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINIDRQSYKYTAKKT
NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGIN DRQSYKYTAKKT
NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNI YTAPGASTSAIGINIDRQSYKYTAKKT

RS LR

DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF

AT TS

DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNE

O IR B

SWDIEODGLYNAEKAKTEFAKAK WLQADGVQFPIHLDLPVDQSSK NVAQMQSLKQTIEMSLGS NVVID NQLSSDD N
ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQWQSLKQTIEKSLGSENVVIDINQLSSDDLEN
ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQMQSLKQTIEKSLGSENVVIDINQLSSDDLEN
ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPV QSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLEN

160
160
160
160

240
240
240
240

320
320
320
320

400
400
400
400

480
480
480
480



- DDA LML

NTDB id 302339 DR994 RS00800 WP 173940313.1 [NuBWVNWVVNNHASIERANINDNDIFER MR SRR OV HIA N VI VVNAUSRONOIIRRI YV EINEIINY 560
NTDB id 324 STU RS16140 WP 011226306.1 560
NTDB id 292 STER RS06940 WP 011681419.1 ATLNAANAAAEDWDISNSV WAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLN 560

AR AA RMRRIESAN S

NTDB id 475 HSISS4 RS07005 WP 021143809.1 639
NTDB id 302339 DR994 RS00800 WP 173940313.1 640
NTDB id 324 STU RS16140 WP 011226306.1 640
NTDB id 292 STER RS06940 WP 011681419.1 640

consensus

logo

NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 302339 DR994 RS00800 WP 173940313.1
NTDB id 324 STU RS16140 WP 011226306.1

NTDB id 292 STER RS06940 WP 011681419.1
consensus

X non conserved
B similar
>50% conserved



