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NTDB id 302291 DTO10 RS04195 WP 098177924.1 MLKPKTRWNLRTADENKVAELAEELHITPLVAALLVNRGLDTIESARSFLFVKNQTFHDPFLLKDMDKAVYRIKEAIQNG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! * *! !! ! ! !!!!!!!! !!! !! !! !!!! !!* ! !*!!! *! ! ! !!! !! *
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NTDB id 302291 DTO10 RS04195 WP 098177924.1 EKIRVFGDYDADGVTSTTVMMTTLTRLGADVDFYIPNRFTEGYGPNPMAFRLAAEQGVKVLITVDTGISAVDEAKLASEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!! **!!!!!!!!!!!*!!**!! *! ! !!!!!! !! !!!!!!* !!! ! ! **!!!!!!! !!*!!!*! !!
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NTDB id 302291 DTO10 RS04195 WP 098177924.1 GMDYILTDHHEPGPELPEALAIIHPKLEDSSYPFEDLAGVGVAFKLAHALLGELPEDLLEIAAIGTIADLVPLKGENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*! !*!!!!!!!!!!!* !!*!!! * **!!! *!!!!!!!!!!!!!!!!!!!**!!**!!!!!!!!!!!!* !!!!!
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NTDB id 302291 DTO10 RS04195 WP 098177924.1 AAKGIEQLRLTRRPGLVALMKVANIQQEALNEESIGFAMAPRINAVGRLGDADPAVDLLMSENLAEATELANEIDDINKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !*! !! ! !*!! !*!* !!!**!! *!!!*!!!!!* !!!!!*!!!!! !! !!! !!! *!!!
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NTDB id 302291 DTO10 RS04195 WP 098177924.1 RQAMVAAMAEEAIQEVEENYPPESNGVLIIGREGWNAGVVGIVASKLVERFYRPTIVLSYDREKGHAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! !! ! *!!! !! * *** * ***** !!!*!!!!!!!!!!!*!!!!! !!! ! !!!*!!!!!!!! !! !!
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NTDB id 302291 DTO10 RS04195 WP 098177924.1 ESLSTCRELLPHFGGHPMAAGMTLKIEDVQELRDRMNMIAKEKLSEEDFTPITNLDGATTLAEVSIQTIQEMSLLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!!! !!**!!!!!!!!!!!!!!!! !!!**!! !*! !! !*!!!! !* *! * * **** *! !! *! !!!*
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NTDB id 302291 DTO10 RS04195 WP 098177924.1 TNPKPKILIDSVQLSSVRKIGANQNHLKVQLEDSENHKLDGVGFGLGHYVDEIAPHAEVSVIGELSINEWNNIKKPQIFV 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRN.ESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
consensus !!!!**!** ! !!!!!!! !*!* * *! * !!*!!! !* * ! !* *!**!!*!!!!!!! !!!!* *
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NTDB id 302291 DTO10 RS04195 WP 098177924.1 QDVSVNHWQLFDYRGKGQAEKWLAEIPVHNRKIVIFSEDIYRRYPFLQNHPDLVLIKNEQEADQLDCMQGHVVLMDMPPL 640
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
consensus ! ! *!!!!! !!! ! * *! * ! !! ! !! * ******! ! !* ***!!*!*!!
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NTDB id 302291 DTO10 RS04195 WP 098177924.1 RELLKRMIENKKPSRIYAHFSHEQDHFLSTVPTRDDFKWFYAFLAKKGPLDVKRYGDDLAKYRGWSRDTVDFISKVFFEL 720
NTDB id 354 BSU 27620 NP 390640.1 LDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDL 717
consensus **! !**! ! ! !!! *! ** !!!!!! ! !!*!!!*!!!! !*!* !!!**! *!!!**!!! *!* !**!!!!*!
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NTDB id 302291 DTO10 RS04195 WP 098177924.1 DFVTIENGLIMLTANAKKRDLSESESFIRKKEQFELEQELVYSSYQQLFDWFNHFLVHEATDLEEETKQWI 791
NTDB id 354 BSU 27620 NP 390640.1 GFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT.. 786
consensus !! !!!!** * !!!!!!**! ** ! !!*! ! !!! ! *! !* * ** ! * **
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