
logo MIRL I L INI LFCHYLYALDCQKCRLFDI S INEKLS IQESLDELAKYCSFS I IVKDKIAKEKLE I
TLQNSVNIHQMSLDE I FN

NTDB id 302098 DS746 RS07860 WP 259831614.1 MIRLILINILFCHYLYALDCQKCLFDISINEKLSIQESLDELAKYCSFSIIVKDKIAKEKLETLQNSVNIHQMSLDEIFN 80
NTDB id 1226 CJJ81176 RS07065 WP 002856543.1 MIRLILINILFCHYLYALDCQKRLFDISINEKLSIQESLDELAKYCSFSIIVKDKIAKEKLEILQNSVNIHQMSLDEIFN 80
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!

logo FF IKEHDLSYDFDGKI LR I SG INTKI FKI SY ITS IREGQS ITKASVDAKPRQSEYSGSFDDAEDNMIKSMEKFDFWQNI E
NTDB id 302098 DS746 RS07860 WP 259831614.1 FFIKEHDLSYDFDGKILRISGINTKIFKISYITSIREGQSITKASVDAKPRQSEYSGSFDDAEDNMIKSMEKFDFWQNIE 160
NTDB id 1226 CJJ81176 RS07065 WP 002856543.1 FFIKEHDLSYDFDGKILRISGINTKIFKISYITSIREGQSITKASVDAKPRQSEYSGSFDDAEDNMIKSMEKFDFWQNIE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KE I IVLLKNSHEDYEAKTP I INPNAGL I IVTGTNSQLKSVKNYLQKLENRLKKQVI IDVS I LAVSLNENSHSSGINWQNFN
NTDB id 302098 DS746 RS07860 WP 259831614.1 KEIIVLLKNSHEDYEAKTPIINPNAGLIIVTGTNSQLKSVKNYLQKLENRLKKQVIIDVSILAVSLNESHSSGINWQNFN 240
NTDB id 1226 CJJ81176 RS07065 WP 002856543.1 KEIIVLLKNSHEDYEAKTPIINPNAGLIIVTGTNSQLKSVKNYLQKLENRLKKQVIIDVSILAVSLNENHSSGINWQNFN 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo IGLNSQVNNENSF IQFQNGQGFVKNLGLRANLNFDS I INFLSQNGKTSVLSNPKLMALNNQQAI I SVGDTINYQVKESFSK
NTDB id 302098 DS746 RS07860 WP 259831614.1 IGLNSQVNNENSFIQFQNGQGFVKNLGLRANLNFDSIINFLSQNGKTSVLSNPKLMALNNQQAIISVGDTINYQVKESFK 320
NTDB id 1226 CJJ81176 RS07065 WP 002856543.1 IGLNSQVNNENSFIQFQNGQGFVKNLGLRANLNFDSIINFLSQNGKTSVLSNPKLMALNNQQAIISVGDTINYQVKESSK 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo GTENGTTVSESYNNYS I F IVG I LLNI LPE I SDDGKIMLR INPSLSDFKYPEDNKRQKEPRTIAPDTIQKKLSSVVQVENNQ
NTDB id 302098 DS746 RS07860 WP 259831614.1 GTENGTTVSESYNNYSIFIGILLNILPEISDDGKIMLRINPSLSDFKYPEDNKRQKEPRTIAPDTIQKKLSSVVQVENNQ 400
NTDB id 1226 CJJ81176 RS07065 WP 002856543.1 GTENGTTVSESYNNYSIFVGILLNILPEISDDGKIMLRINPSLSDFKYPEDNKRQKEPRTIAPDTIQKKLSSVVQVENNQ 400
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TL I LGGL I SHDKSNEKNS INFLSKIP I LGSLFKGEVLNSKATE IVF I ITPS IVDSVNAPSLKDLGFKHYE
NTDB id 302098 DS746 RS07860 WP 259831614.1 TLILGGLISHDKSNEKNSINFLSKIPILGSLFKGEVLNSKATEIVFIITPSIVDSVNAPSLKDLGFKHYE 470
NTDB id 1226 CJJ81176 RS07065 WP 002856543.1 TLILGGLISHDKSNEKNSINFLSKIPILGSLFKGEVLNSKATEIVFIITPSIVDSVNAPSLKDLGFKHYE 470
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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