
logo ML
INRVVL IVGRLTKRDPVDELRYTPQSNSGTAAVAGTFTSMLAVNRTQFTNAQNSGDEREADF INACVTIWRRKAQSAENVFANFLTGKKGASLAVAGVEDGRLQTRNYENNQ

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 30201 LCK RS00870 WP 004899568.1 MINRVVLIGRLTRDVELRYTQSGTAVGTFSLAVNRQFTNQSGEREADFINAVIWRKAAENFANFTGKGALVAVEGRLQTRNYENN 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
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logo QGQRVFYVTEVQVAVEDSNVFQSFLLEPSKRANTEGTGSTDEGKQSGRQRSAGDQNGAGSTYNQSAENFGTNTPSGSGNDGSQNHQYSFNGGGSEQNQSNNNFNADVDNSGPFAGTSGANPNQNQTNGQTNQRAKRNPSAQTGATNNSEFTANQADPNDPFAANDNSGKKQT
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGS..GGYNEGNSGGGQYFGGGQN......DNPFGGNQNNQRRNQGNSFNDDPFANDG.K 161
NTDB id 30201 LCK RS00870 WP 004899568.1 QGQRVYVTEVVVDNFSLLESRAESDKRRAQNGTSATTPSNDNHFGGSESNNNFNAVDPFAGANQNTQKSTATSEAPNPFAASGKT 170
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNF...NSNQSNGSQQ.......SGFTSPQQTGNAPAANNTQADPFANNG.Q 159
consensus !!!!!*!!!!*******!!** ** * * **** * * **!*** *!** *** ** *** * *!!!* !

logo

A
E
P IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 PIDISDDDLPF 172
NTDB id 30201 LCK RS00870 WP 004899568.1 EIDISDDDLPF 181
NTDB id 624 LCA RS00040 WP 011373726.1 AIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


