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NTDB id 1007 ACIAD RS15000 WP 004923844.1 ..MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYA.NASLAGLGNAASY 77
NTDB id 302008 DS737 RS01430 WP 109441034.1 MPKKKGRGFTLIELMIVVAIVAILAAIAYPSYQDYVRKTKRTDAQAEMMDIAHRLSQYKVVNHNYS.SATINDIYGINVT 79
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ....MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVS 76
consensus *** !!!!!!*!!!!!!**!!!!!!*!!!**!*** !***!*!** *** ! **!*!!* ! *!*** *** ***

logo PKLVQSTGKTAFLYSTLADNFLAITTVDLVSDNTDNPQSGTYWTVLTAMTP IASTNSTSTAMSQNAGNDGI LI ICLNDQSDEQGQKCFWASVKAGASTADICASTLSSANSTSNSTWTDEGR
NTDB id 1007 ACIAD RS15000 WP 004923844.1 PVTGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATACSLSSNSTWDGR 144
NTDB id 302008 DS737 RS01430 WP 109441034.1 PKSGTALYSLDLI.V.TPSTWTLTAMPITTSAQNGDGILILNSEGQKCWVKGASICTLSATSNWDGR 144
NTDB id 1062 ABD1 RS15720 WP 000788345.1 PLQGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATDCALSASSSWTE. 141
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