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NTDB id 125 BSU 00870 NP 387968.1 75
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARYV] MAKTKPMKLAEVTSINVNRTKT 72
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV MK TKPMKLAEVTSINVNRTKT 72
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARYV MAKTKPMKLAEVTSINVNRTKT 72
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV BKTKPMKLAEVTSINVNRTKT 72

NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV KTKPMKLAEVTSINVNRTKT 72
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARYV MMNK TKPMKLAEVTSINVNRTKT] 72
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NTDB id 301870 DSM08 RS17665 WP 149527370.1 158
NTDB id 125 BSU 00870 NP 387968.1 . 154
NTDB id 279 KZH43 RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV . 150
NTDB id 238 SPD RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV . 150
NTDB id 204 SPR RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVR . 150
NTDB id 169 SP RS00155 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVQ . 150
NTDB id 509 SM12261 RS00130 WP 078228442.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVR . 150
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVR . 150
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NTDB id 301870 DSM08 RS17665 WP 149527370.1 QP ML IDSIQT [sSEN TIEINYGSVSQVREGTAELINAYJAKIMNIRY FIVGH TK G AGP |YLEHM VjEE]
NTDB id 125 BSU 00870 NP 387968.1 n S| MOEl I BFNYGSVSQVREMTAELM\ AKTIQYIIHIFIVGHVTKEG AGPRIMLEHM VeRrt
NTDB id 279 KZH43 RS00140 WP 074017595.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM Vigmwily]
NTDB id 238 SPD RS00140 WP 074017595.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM ViwRly
NTDB id 204 SPR RS00140 WP 074017595.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM VigmwXly]
NTDB id 169 SP RS00155 WP 074017595.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM ViRwRly

NTDB id 509 SM12261 RS00130 WP 078228442.1 NMQSVRBEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMV 230
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMV 230
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NTDB id 301870 DSMO8 RS17665 WP 149527370.1 318
NTDB id 125 BSU 00870 NP 387968.1 314
NTDB id 279 KZH43 RS00140 WP 074017595.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
NTDB id 238 SPD RS00140 WP 074017595.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
NTDB id 204 SPR RS00140 WP 074017595.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
NTDB id 169 SP RS00155 WP 074017595.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
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VIPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFYV
VIPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFYV|
VIPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFYV

VIPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFYV
* o | sk Psksk Dl bk 1 | I I P | [} [ | I | LI O T B e | Plsksk sl % * %k ok |k

UG

462
458
453
453
453
453
453
453

I I e e e N I R Y R I Y Ry ¥ Uk r o ook o koK

X non conserved
B similar
>50% conserved

398
394
390
390
390
390
390
390



