logo

NTDB id 301734 DRA66 RS07935 WP 002215704.1
NTDB id 1099 NMB RS01545 WP 002215704.1
NTDB id 1098 NMB RS01465 WP 002224844.1
consensus

logo

NTDB id 301734 DRA66 RS07935 WP 002215704.1
NTDB id 1099 NMB RS01545 WP 002215704.1
NTDB id 1098 NMB RS01465 WP 002224844.1
consensus

logo

NTDB id 301734 DRA66 RS07935 WP 002215704.1
NTDB id 1099 NMB RS01545 WP 002215704.1
NTDB id 1098 NMB RS01465 WP 002224844 .1
consensus

AL AL e At e MLST | ORR AR

MKLKTLALTSLTLLALAACSKQAETSVPADSAQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHCA
MKLKTLALTSLTLLALAACSKQAETSVPADSAQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHCA
MKN BILALCQWYNLIFALAACPNIQU  TSVPADSAlY SAAAAPAGLVEGQNYTVL MPIPQQQAGK EVLEFFGYFCPHCA

I gl TAH A VK Lo LSBT
| |
I
H\.E V\.SEHJ\KIFKDD YLRTEHVVWQQE KT\.AR\.AAAVE AAEDSKD oNPEVENN
HLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGERMSDKANSHIFDAMVNQKINLADTDTLKKWLSEQT]
HLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGERMSDKANSHIFDAMVNQKINLADTDTLKKWLSEQT]
HLEPVL SIHIK FKDDMYLRTEHVVWQKEMLTLARLAAAV MA ADSKDVANSHIFDAMVNQKIKLQ P VLKKWLGEQT

IR

i) KKV&AA@E@ WAl BEL

P

AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKP QEPKH!
AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKP QRS
AFDGKKVLAA E PESQARAM ELTFQIGTPTVIVGGKYVEFDW SGMTIDLDKVREEQKQ 232

X non conserved
B similar
>50% conserved

158
158
159



