logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

1

AR ALTAIL T s ol .

MNKTRIKRQV TALYWAILMFSHTGGGG [NAQAQTQTHKYAI  NEANISRY WGSS)4 GHEBIL QIITHTSNF[EIK
MNKTIRKRQV TALYWATILMEFSHTGGGG NAPNN(OTHKYAT  Nj2aue GNGQ) KDORERKIFIENKDREGG
1 1

BEEEEE PEUL LU L Uk Dokskokk DL LD LT Dkl * 111 Pkxk *11kx | x ]

g B T i

KNh BJFRNTDI VINAY DYNUVFGIATYLPPYGKVSGFDDYSILISIRIMNAVDWI T T)85GLYGYR]Y
R FNTDE VEIN® [V FGIATYLPPYGKVSGFDIIELFRNNAVDWIET T GLIGYIY
*k x| * 101 ! PToT *0l x

Tl x| I 1 R T

EVT TIVS

e el L L skl

(TINF FDRG(NLAKIGK TIMMSLDM D SR NSPIYKLIgD PELGVSFNLEEERTVKIZGRIRINL SSFSEPNAY QNS P
9TI(F FD (6L AKNPNCRL DINIEDESR NSPIYKL DEPILGVSFENLERENTVK KRR SSFSEBW Qieaam
DTkl o DL sk L0 ok bkl bkl DEDDtkt TILIEIT T Dllx x I * %

o BB R DRK e AT R g
pERERRRR t At S B S acait on e R ¢

Kok kKKK | * * [l 1 T * %k *

A PO VSl

WYSJEDKGI® V LBSLP@EVKAGRCVNKIUNPN NpyKW SPALTAPALWFGPV[MYGKAMNMYSASVSTYPDSSSSRI LQNLKR
WIGIEDKGHN V L{ELPRVKAGRCVNKEINP NIZNEKINESPALTAPALWFGPVISYGKAJMMYSASVSTYPDSSSSRI LQNLKR]
b Ll skklokd LD LR UEEL Ehbskl b ok bR ER L b0 btttk bt

00 e s oSgE AT LV K AGE Mt WLV D

KNDPIKPGR SLINWL IXSDI[MS EPWFTRRQT IRLIGGVMNIKLERNNEVVNFNWNNGNEYTFGIVKDLGV PDMSEW
KWDPKPGRESLIMNL |[BYDIMMS EPWFTERQT IRLINGGVIIAIKLINRNNWEVVNFNENNGNNINTFGIVKDLGV PDWSEW
Tl 0D st D T 00 Dkt D L0 TR0 LT L0 TET TE TEEEEt b Tk DLLLLE T skt L1

VGE

VGE

| |

S
\
DAY S
DV N
!

L RGeSl VL LA

KVLLPWTVR BSJDDN[NF KymsN[ela3#N N NYSQ YRMR NGNRBJSRWLGDIVNSPIVAVG ATSANDGMVHIFKI]S
KVLLPWTVR [ADDNJSFKENINIEAINNY KIPNYSQ YRSR NENIGIRWLGDIVNSPIVAVG ATSANDGMVHIFK[aS
N Tk klx DL Isl 1l Ixlxl R R

80
76

160
154

239
230

319
298

399
378

478
458

557
537



logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

<0

logo

NTDB id 301695 DRA68 RS09635 WP 196082894.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

1

RN 0 gt R L A F

GGSDIMRSYNLKLSYIPGTMPRKDIJANIM STLAK RTFAEKGYVGDRYGVDGGFVLR|® BLEIGQI:IVEMFGAMGFGGRG
GGEDISRSYNLKLSYIPGTMPRKDI[MNgN STLAK RTFAEKGYVGDRYGVDGGFVLRJY NGQN VFMFGAMGFGGRG
Plkd LOLUL Lttt o Tkxl 11

AU LN MBI YT

AYALDLTKADGSLFDVKDNGNNGNNGNNLGYTVGTPQIGKTHGKYAAFLASGYATK
DPT \
]

N LS VN g

. DDQQNiEW:NRAY
ISIEDINKTALYYV|

AYALDLTKADGH] IAYSLFDVKDNGNNEMGNNBVISLGYTVGTPQIGKTHPGKYAAFLASGYATKIX
N N | % N

s ORI RS A

YDLESHIGNL TKKI VPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGIMMYRFDLSSQEPIQW VRIFIFEGTKPITSAPA
YDLE[&Y WLIKKI VPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGWMYRFDLSSQINPNQW VR IFEGTKPITSAPA

1 1% % I

G T TR

SIMLKDKRVVIFGTGSDLSEEDVDI®M EQYIYGIFDDDTAMTGTVNF [ GGGLLEQEILisN NKTLFLTDYKRSDGSG
SINLKDKRVVIFGTGSDLSEEDVDIYM EQYIYGIFDDDTAWTGTVNF | GGGLLEQ LJ#3DN NKTLFLTDYKRSDGSG|

E 2 A T T T T B B B A |

e P N A e

BMKGWVVKLKDGQRVTVKPTVVLRTAFVTI KYRNDHECGANTAILGINTADGGKLTKKSARPIVPEWINTAVAQYSGHKKG
WKGWVVKLKDGQRVTVKPTVVLRTAFVTIFIK YPNETINSCGAMTAILGINTADGGKLTKKSARPIVPJ#ANTAVAQYSGHKKG
N e N e I

JER P RO WOR T STAYL D  FAORTL

IINGKSIPIGCMQKENEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPGKRSGKNNRCFSQKGVRTLLMN
BINGKSTPIGCMQKEINETIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPINGKRSGKNNRCFSQKGVRTLLMN
N

DI SRR

DLDSLDITGPRICGMKRISWREVE YP
DLDSLDITGPINCGMKRISWREVE Y
N

1054
1037

636
616

715
693

793
773

871
853

950
933

1030
1013



(>4 S

non conserved
similar
>50% conserved



