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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SV..............ADVTALLHAMMDDARQAE 61
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSP..............EMTRETVHGVMNEQQRRE 62
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDG..............DMIAQLIDSITTQKQRQE 62
NTDB id 30166 DAUD RS04875 WP 012302067.1 ....MQIDEILRLAFKLGVSDVHLTVDSPPAFRLHGALLPFDAPEWQGRLEIDPSYVRALTPADTDGLARQLIAPERYND 76
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSA..............SDTRKLMYSMMNERQQRI 66
NTDB id 1086 NMV RS00245 WP 002218487.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSA..............EEVGNMVTSVMNDHQRKI 62
NTDB id 1116 NGFG RS10615 WP 003690200.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSA..............EEVGNMVTSVMNDHQRKI 62
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTH..............SDVHRLIFEIMNDAQRSE 62
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTH..............SDVHRLIFEIMNDAQRSE 62
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEH..............KDVIKIIYDIMNDRQRKE 62
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEH..............KDVIKIIYDIMNDRQRKE 62
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ....MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEH..............KQVHALIYDIMNDKQRKD 62
NTDB id 1202 PSJM300 01600 AFN76400.1 ....MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDH..............KQVHALIYDIMNDKQRKD 62
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ....MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDH..............SEVHNLIYDIMNDKQRRD 62
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEH..............KDVHRLVYDIMNDKQRRD 62
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEH..............KDVHRLVYDIMNDKQRRD 62
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEH..............KDVHRLVYDIMNDKQRRD 62
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 FKQTREANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMA 139
NTDB id 1203 PSJM300 01605 AFN76401.1 FTENHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLA 141
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FIETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLA 142
NTDB id 30166 DAUD RS04875 WP 012302067.1 FLRVGDLDFSYAIEG.VGRFRVNAYKQKGNVALALRLINSRILSFSELGLPEILAYLSRRPRGMVLVTGPTGSGKSTTLA 155
NTDB id 1307 DR RS10055 WP 010888596.1 FEEKRELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLA 145
NTDB id 1086 NMV RS00245 WP 002218487.1 YQQNLEVDFSFELPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLA 141
NTDB id 1116 NGFG RS10615 WP 003690200.1 YQQNLEVDFSFELPN.VARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLA 141
NTDB id 1185 GTF74 RS11940 WP 000350195.1 YEEKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLA 141
NTDB id 1176 A1552VC RS01160 WP 000350195.1 YEEKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLA 141
NTDB id 1283 ACE17W RS02630 WP 010947729.1 YEEFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLA 141
NTDB id 1259 GCO85 RS10305 WP 010947729.1 YEEFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLA 141
NTDB id 1194 PAKAF RS01995 WP 003084552.1 FEEFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLA 141
NTDB id 1202 PSJM300 01600 AFN76400.1 FEEFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLA 141
NTDB id 1020 ACIAD RS04210 WP 011182164.1 YEEKLETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLA 141
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 YEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLA 141
NTDB id 1060 ABD1 RS04380 WP 000355489.1 YEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLA 141
NTDB id 1040 H0N27 RS13360 WP 000355489.1 YEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLA 141
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 AMTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETG 219
NTDB id 1203 PSJM300 01605 AFN76401.1 AMIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETG 221
NTDB id 1019 ACIAD RS04205 WP 004922051.1 SMIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETG 222
NTDB id 30166 DAUD RS04875 WP 012302067.1 SMIDLINRERHDHIITLEDPIEFVHVHKKCRVNQREIGLDTGSFASALRAAMREDPDVILVGEMRDPETVGIALTAAETG 235
NTDB id 1307 DR RS10055 WP 010888596.1 SMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETG 225
NTDB id 1086 NMV RS00245 WP 002218487.1 AMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETG 221
NTDB id 1116 NGFG RS10615 WP 003690200.1 AMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETG 221
NTDB id 1185 GTF74 RS11940 WP 000350195.1 AMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETG 221
NTDB id 1176 A1552VC RS01160 WP 000350195.1 AMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETG 221
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETG 221
NTDB id 1259 GCO85 RS10305 WP 010947729.1 AVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETG 221
NTDB id 1194 PAKAF RS01995 WP 003084552.1 AMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1202 PSJM300 01600 AFN76400.1 AMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1020 ACIAD RS04210 WP 011182164.1 AMLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1040 H0N27 RS13360 WP 000355489.1 AMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 HLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHE 299
NTDB id 1203 PSJM300 01605 AFN76401.1 HLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHE 301
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYK 302
NTDB id 30166 DAUD RS04875 WP 012302067.1 HLVLATLHTSSAAQTIDRIIDVFPPHQQQQIRVQLANTIQGVVAQQLIPRIDKPGRVAAIEIMVATPAIRNLIREGKTYQ 315
NTDB id 1307 DR RS10055 WP 010888596.1 HLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQ 305
NTDB id 1086 NMV RS00245 WP 002218487.1 HLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQ 301
NTDB id 1116 NGFG RS10615 WP 003690200.1 HLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQ 301
NTDB id 1185 GTF74 RS11940 WP 000350195.1 HLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQ 300
NTDB id 1176 A1552VC RS01160 WP 000350195.1 HLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQ 300
NTDB id 1283 ACE17W RS02630 WP 010947729.1 HLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQ 300
NTDB id 1259 GCO85 RS10305 WP 010947729.1 HLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQ 300
NTDB id 1194 PAKAF RS01995 WP 003084552.1 HLVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQ 300
NTDB id 1202 PSJM300 01600 AFN76400.1 HLVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQ 300
NTDB id 1020 ACIAD RS04210 WP 011182164.1 HLVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQ 300
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 HLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQ 300
NTDB id 1060 ABD1 RS04380 WP 000355489.1 HLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQ 300
NTDB id 1040 H0N27 RS13360 WP 000355489.1 HLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQ 300
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 LKATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADS.ANDLRLMLKTKRGDDY...GSGSLQNVKID........M 367
NTDB id 1203 PSJM300 01605 AFN76401.1 LKGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADS.SNDLRLMIKLGSETDGEHLTSVS.QGLTLE........M 371
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IKELMARSGELGMQTFDQALFDLYDHQHISYADALKHADS.PNNLRLQIKLSEEANKPLDNRERMSEMERK........M 373
NTDB id 30166 DAUD RS04875 WP 012302067.1 IISQIQTGAKYGMQSLDMSLRTLYQKNMISKQEALNRAAD.PESLRKMIEE............................. 365
NTDB id 1307 DR RS10055 WP 010888596.1 ITSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAID.PKEFARLANDASAGLG....GASMTPAAPPVPAYNSASS 380
NTDB id 1086 NMV RS00245 WP 002218487.1 INSVLQTGQASGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF.................................. 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 INSVLQTGQASGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF.................................. 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 MYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 MYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 MYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 MYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF................................... 344
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