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NTDB id 1177 A1552VC RS01165 WP 000422572.1 T4
NTDB id 1203 PSJM300 01605 AFN76401.1 e 76
NTDB id 301495 CX698 RS18925 WP 113640687.1 ... ASVKSDLHL ARWC R[&R, C - 73
NTDB id 1307 DR RS10055 WP 010888596.1 IFR LB ADK G lL N () G 80
NTDB id 1086 NMV RS00245 WP 002218487.1 MPMIRVEIG P 76
NTDB id 1116 NGFG RS10615 WP 003690200.1 e NIPMIRVEIG P 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e E PPM R DG P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... E PPM R DG P 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e I4¥ SDLH SAG PPMIRVDG Y IMND A 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 e I4 SDLH SAG PPMIRVDG Y IMND A 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e ASDLHLS G PPMIRVDG Y IMND P 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e UASDLHLSAG PPMIRVDG Y IMND P 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e IMASDLHLSAG PPMIRVDG Y IMND P 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e ASDLHLSAG PPMIRVDG Y IMND P 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e ASDLHLSAG PPMIRVDG Y IMND P 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 e ASDLHLSAG PPMIRVDG Y IMND P 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 154
NTDB id 1203 PSJM300 01605 AFN76401.1 M E LISLP)y LIK AINSRGLVLIYGINTG GKST LAAM 156
NTDB id 301495 CX698 RS18925 WP 113640687.1 ENQGSARQ ISLALRILEZISIHCPQ EE]LGP INGY IR GL LVTGINTGSGKSTTLAAM 153
NTDB id 1307 DR RS10055 WP 010888596.1 160
NTDB id 1086 NMV RS00245 WP 002218487.1 156
NTDB id 1116 NGFG RS10615 WP 003690200.1 156
NTDB id 1185 GTF74 RS11940 WP 000350195.1 156
NTDB id 1176 A1552VC RS01160 WP 000350195.1 156
NTDB id 1283 ACE17W RS02630 WP 010947729.1 E ARGLVLVTGPTGSGKSTTLAA 156
NTDB id 1259 GC085 RS10305 WP 010947729.1 I AMBSIRGLVLVTGPTGSGKSTTLAAY 156
NTDB id 1202 PSJM300 01600 AFN76400.1 IS PRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1194 PAKAF RS01995 WP 003084552.1 DAMMPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1020 ACIAD RS04210 WP 011182164.1 D I[OPNPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1060 ABD1 RS04380 WP 000355489.1 I I[ONPRG VLVTGPTGSGKSTTLAAM 156
NTDB id 1040 HON27 RS13360 WP 000355489.1 IDJI[OPNPRG VLVTGPTGSGKSTTLAAM 156
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 E LGLENIF NI[pNPRG VLVTGPTGSGKSTTLAAM 156
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 234
NTDB id 1203 PSJM300 01605 AFN76401.1 236
NTDB id 301495 CX698 RS18925 WP 113640687.1 | 233
NTDB id 1307 DR RS10055 WP 010888596.1 T 240
NTDB id 1086 NMV RS00245 WP 002218487.1 i 236
NTDB id 1116 NGFG RS10615 WP 003690200.1 T 236
NTDB id 1185 GTF74 RS11940 WP 000350195.1 T EDPIEFVHRRWKCLINQREVH 236
NTDB id 1176 A1552VC RS01160 WP 000350195.1 pESNRIERNAAES N NICGIMBI(aNAAA: BN I K NINRASY SR A0)Ab) 236
NTDB id 1283 ACE17W RS02630 WP 010947729.1 T EDPIEFVH@WNSKKCL NQREVH SFWWNALRSALREDPD 236
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 T EDPIEFVH[@NSKKCL NQREVH SFINWNALRSALREDPD BKT 236
NTDB id 1202 PSJM300 01600 AFN76400.1 T EDPIEFVHIXSKKCL NQREVH EFRIXALRSALREDPD ILVGEMRDETIRLALTAAETGHLVFGTLHT 236
NTDB id 1194 PAKAF RS01995 WP 003084552.1 T EDPIEFVHIRSKKCL NQREVH EFRIXALRSALREDPD ILVGEMRDIMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1020 ACIAD RS04210 WP 011182164.1 T EDPIEFVHINYKKCLINQREVH GFIPIALRSALREDPD ILVGEMRDJBETIRLALTAAETGHLVFGTLHT 236
NTDB id 1060 ABD1 RS04380 WP 000355489.1 T EDPIEFVHNSKKCLINQREVH DTE{GFIMMALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1040 HON27 RS13360 WP 000355489.1 T EDPIEFVHNSKKCLINQREVH DTiEFIWXALRSALREDPD ILVGEMRDMMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 T EDPIEFVHNSKKCLINQREVH DTE{GFIMMALRSALREDPD ILVGEMRDMMETIRLALTAAETGHLVFGTLHT 236
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 B 314
NTDB id 1203 PSJM300 01605 AFN76401.1 316
NTDB id 301495 CX698 RS18925 WP 113640687.1 R DFFPW EK 312
NTDB id 1307 DR RS10055 WP 010888596.1 IDRI DVFPIE [ [ A 320
NTDB id 1086 NMV RS00245 WP 002218487.1 DRI DVFPA[EK MLSESLWAVISQN 316
NTDB id 1116 NGFG RS10615 WP 003690200.1 DRI DVFPA[EK MLSESLIAVISQN Q 316
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IDRIIDVFP B K MLSESLIIAVI Qs MUGGGRVAMHEIM 315
NTDB id 1176 A1552VC RS01160 WP 000350195.1 pEBRANSIEIATANZAE S BN’e MLSESLIJAVI QY MUGGGRVAGHEIM 315
NTDB id 1283 ACE17W RS02630 WP 010947729.1 I RIIDVFPAEEKEMVR MLSESLWNAV QN GGRVAAIEIM G 315
NTDB id 1259 GCO85 RS10305 WP 010947729.1 I RIIDVFPAEEKEMVR MLSESLNAV QN BUNGGRVAAIRETIM [¢ [¢ 315
NTDB id 1202 PSJM300 01600 AFN76400.1 IDR DVFPAEEKEMVR MLSESL@NAVISQp MUGGGRVAAHEIMI PAIRNLIRENMKVAQMYSHIIQTG 315
NTDB id 1194 PAKAF RS01995 WP 003084552.1 IDR DVFPAEEKEWMVR IGGGRVAAHEIMI PAIRNLIREMKVAQMYSINIQTG 315
NTDB id 1020 ACIAD RS04210 WP 011182164.1 IDRIIDVFPAEEK MVR MLSESL[@AVISQp BNGGGRVAAHEIMI WPAIRNLIREMKVAQMYSBIIQTG 315
NTDB id 1060 ABD1 RS04380 WP 000355489.1 IDR IDVFPAEEK MVREMLSESL@NAVISQpN BIUGGGRVAAHEIMI MPATIRNLIRENKVAQMYSEXIQTG 315
NTDB id 1040 HON27 RS13360 WP 000355489.1 IDR IDVFPAEEK MVRE\MLSESL[@AVISQpY BIGGGRVAAHEIMI MPAIRNLIRENKVAQMYSENIQTG 315
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 IDR IDVFPAEEK MVREMLSESL@NAVISQpY MIUGGGRVAAHEIMI WPATIRNLIRENKVAQMYSENIQTG 315
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A1552VC RS01165 WP 000422572.1
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301495 CX698 RS18925 WP 113640687.1
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DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

301495 CX698 RS18925 WP 113640687.1
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DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1
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