
logo

MDEDAKFQM
N
K
N
L
A
K
I
VLMI

L
V
I
V
E
DDESSKPSTQI SRDER I

M
T
A
I
K
S
E
F
G
T
I
N
LLAKQDKRHEGW

Y
C
D
Q
E
T
V
T
I
I
TACFVDGRVFEALESKLYI EQANEEFASNPDI

L
I
V
I
V
F
L
VDLIVML

MPERMLNDGLYEQTVACKRAERLVIRKSNDSPQNSKNTYKSQ
NTDB id 374 SMU RS06885 WP 002262930.1 ......MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVR...KNS 71
NTDB id 301321 DPR03 RS03365 WP 004814763.1 MDDKFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQSYQ 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
NTDB id 1417 SGL RS04200 WP 014407071.1 ......MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTK 74
consensus *** ** *******!******* ***!***!*****!*!!*!!!*!*****!!****!***!***!* ***********

logo

H
NI
VP I

V IMCLSASKGDESGELFDKRQFVAI
W
KGLMRERVI

Q
VGASDADEYI

V
L
A
TKPFQSNPKMRDELVLAGNTRTAVIKRAQNLHI

V
L
R
S
A
N
R
S

TENI ESAVAEENASGIPE I I IGDLQI LPDAFVA
NTDB id 374 SMU RS06885 WP 002262930.1 HVPIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVA 151
NTDB id 301321 DPR03 RS03365 WP 004814763.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLTAIRNHISA................................. 127
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS................................. 127
NTDB id 1417 SGL RS04200 WP 014407071.1 NVPVIMCSSKGEEFDRFWGMRQGADAYIAKPFQPMELVGTIKQLLRN................................. 121
consensus **!*!!*!*!** !!***!***! !*!**!!!***!!********

logo

KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKI EDTPSRPEYI LTRRGVGYYM
NTDB id 374 SMU RS06885 WP 002262930.1 KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYM 231
NTDB id 301321 DPR03 RS03365 WP 004814763.1 ................................................................................ 127
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ................................................................................ 127
NTDB id 1417 SGL RS04200 WP 014407071.1 ................................................................................ 121
consensus

logo

KSYD
NTDB id 374 SMU RS06885 WP 002262930.1 KSYD 235
NTDB id 301321 DPR03 RS03365 WP 004814763.1 .... 127
NTDB id 1047 H0N27 RS03110 WP 000389061.1 .... 127
NTDB id 1417 SGL RS04200 WP 014407071.1 .... 121
consensus

X non conserved

X similar

X ≥ 50% conserved


