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NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 301317 DPR03 RS01500 WP 071319886.1 .....MRMPQQGFTLIELMVVVAIVAILATIAIPSYQTHTRKAIAGQAQQEIQKLAEQLERHKGKNFSYLGFDPSYLYKD 75
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 R.........................GGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLT 135
NTDB id 301317 DPR03 RS01500 WP 071319886.1 NSGNLIG.YSTTNAQLNLPLNSSGTAVKYIVSVRDGTDTTKLLTNTTALGQRWAIKAESQDPNNFTFLMTSTGIQCKNQT 154
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSN..TKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKT 153
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ATAVDNDCGGTVTCNVCETNSE.NWQ 160
NTDB id 301317 DPR03 RS01500 WP 071319886.1 RANVSYT........GCGTGGVNTW. 171
NTDB id 1006 ACIAD RS15005 WP 004923843.1 WANISSS........SCGTGSE.SW. 169
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