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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...............MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRL 63
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...............MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRL 63
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...............MNSGLSRLGIALLA.AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARI 63
NTDB id 301316 DPR03 RS01385 WP 071319794.1 MNKSFKEFIFGDANTMNHVFRQFSMGAVAIAVMQAASAQVSMTNVVPMQLPGQGTEIRVMFNGLPP.QPQAYQLESPSRL 79
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARL 64
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRL 64
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRL 64
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEV.... 139
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEV.... 139
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALDLPGVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKAS 141
NTDB id 301316 DPR03 RS01385 WP 071319794.1 ILDFDKAQQNLK..QSSIAVATKEASSVDVTSDAQRARLTVNLADAGAFTTRVEGNTFILKINSTNPVI......P.... 147
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILDFDKAGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.....P.... 133
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.....P.... 133
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.....P.... 133
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 .........FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .........FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFA 221
NTDB id 301316 DPR03 RS01385 WP 071319794.1 .........VQP.VVQQNTQGITNIGFQRGAKGEGQVVIDLASGNTPVDVQQQGTKVIVRALGSKIPTHLTRRLNVNDFA 217
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .........VAT.SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFA 203
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .........LPV.VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .........LPV.VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
consensus * *** *!*!*** ***! !**!* *****!****!************!**! *!*** !!*

logo

S
TPVAQSFTISVINTDSMASVQYAQNEQDNSKGDSKGNRSKVTVGSRVMI STI ELQPTSTKSDGLDSYDGEHYLFMVAYQTVADNEKNRQKFLMTVIDS IVLFKPRMLPEQTETADNEKDVENAI EPVRRLQTNARSPSLKLYKADNKAKNTFPQAHVNFYSTGENKRKLI SLNDFQNDIDSE I

VRSARVLQL ILA
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIA 301
NTDB id 301316 DPR03 RS01385 WP 071319794.1 TPVSTVDAVNQNGSGVITIQTSDSYEYMAYQTDNKLTISLKRPEEKN.PLRPKAAQHYTGKKISLDFQDIEVRRVLQLLA 296
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLA 282
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRREL 381
NTDB id 301316 DPR03 RS01385 WP 071319794.1 DFTDINMVAADSVQGNITLRLKEVPWDQALDIVLKTKNLDKRRNGNVIWIAPVSELIKAEEEEAKALAQSVKLAPIQTEY 376
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEY 362
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IQVNYAKAADIAKLFQSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDE 435
NTDB id 301316 DPR03 RS01385 WP 071319794.1 MQLSYAKAADIEKLITQNKGASSAGSN..............TGSTSGDDKESLLSSRGSISIDARTNTLIVNDTQPFIDK 442
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQ 433
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANELA...........RG.TAPANVVPL 485
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANELA...........RG.TAPANVVPL 485
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWS....GYGKDGN.IGIKDEDGMNCGPIAGSCTFPT 510
NTDB id 301316 DPR03 RS01385 WP 071319794.1 IRNMVDLLDVQVKQVMVEARIVRASTEFTKEIGVKWGILSQGITNNNNLLVGGSDTTLWDLRDPQ...ES.DLGGYTYDI 518
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI 505
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI 518
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI 518
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSS 564
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSS 564
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSS 588
NTDB id 301316 DPR03 RS01385 WP 071319794.1 ...QRPDNLNVDLGVANP.AGRIAFGLISLSDFMLDLELSALQADGYGEVISTPKVLTADKQAAKVSSGTQIPYQSSEGG 594
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNS 582
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNS 594
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNS 594
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 GAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKN 640
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKN 640
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQS 665
NTDB id 301316 DPR03 RS01385 WP 071319794.1 GANAVSTTEFIDATLSLDVTPSITPDGKVQMLLNITSDTPGNP.TPTGQLTINKNQISTNVLVDNGETVVLGGIFEQETR 673
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSY.AQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTN 661
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTM 673
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTM 673
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 KVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 301316 DPR03 RS01385 WP 071319794.1 NGQTKVPFLGDIPYLGHLFRRDLKSDNKRELLIFVTPRIVNDSVSRNH.......... 721
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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